
Lawrence Berkeley National Laboratory
Recent Work

Title
The Joining of Competitors: The Dual Operation of the ABI 3730Xl and GE MegaBACE4500 
DNA Sequence Analyzers at the DOE Joint Genome Institute

Permalink
https://escholarship.org/uc/item/9sb3h41p

Authors
Daum, Christopher
Tighe, Damon
Philips, Lena
et al.

Publication Date
2005-11-10

eScholarship.org Powered by the California Digital Library
University of California

https://escholarship.org/uc/item/9sb3h41p
https://escholarship.org/uc/item/9sb3h41p#author
https://escholarship.org
http://www.cdlib.org/


This work was performed under the auspices of the US Department of Energy's Office of Science, 
Biological and Environmental Research Program, and by the University of California, Lawrence Livermore 
National Laboratory under Contract No. W-7405-Eng-48, Lawrence Berkeley National Laboratory under 
contract No. DE-AC02-05CH11231 and Los Alamos National Laboratory under contract No. W-7405-
ENG-36. 
 

The Joining of Competitors: The Dual Operation of the ABI 3730xl & GE 
MegaBACE4500 DNA Sequence Analyzers at the DOE Joint Genome Institute 
 
Christopher Daum, Damon Tighe, Lena Philips, Danielle Mihalkanin, Cailyn Spurrell, 
Don Miller, Alex Copeland, Susan M. Lucas, JGI Sequencing Team  
 
U.S. DOE Joint Genome Institute, Walnut Creek, CA  94598 
 
At the center of the Department of Energy’s (DOE) Joint Genome Institute (JGI) 
Production Genomics Facility (PGF), lies a highly efficient and automated production 
line devoted to the generation of high-quality genomic DNA sequence.  The JGI utilizes a 
dual platform of DNA sequence analyzers: Applied Biosystems 3730xl and GE 
Healthcare’s MegaBACE 4500.  The operation of these high-throughput fluorescence-
based DNA sequence analyzers at the JGI will be assessed on the strengths and benefits 
of each platform, instrument overviews of operation parameters and 
mechanical/component specifications.  In addition, instrument setups for production 
operation, operation schedules, loading, and maintenance strategies as well as the various 
sequencing strategies for each platform.   Throughput numbers and sequencing quality 
results will be presented. 
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