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Introduction

It is estimated that 33 million individuals are currently infected 
with human immunodeficiency virus (HIV), and the ensuing 
disease of acquired immune deficiency syndrome remains a 
major concern for global public health.1 Advances in treatment 
for HIV infection, such as the discovery and implementation of 
highly active antiretroviral therapy have dramatically restored 
the life expectancy and quality of life for HIV-positive patients.2 
However, multiple complications associated with highly active 
antiretroviral therapy have been described, including drug tox-
icities over short- and long-term use, noncompliance to the 
daily drug regimen, and development of drug-resistant HIV 
type 1 (HIV-1) viral strains.3–7 Furthermore, highly active anti-
retroviral therapy is not a curative approach for the treatment 
of HIV infection, and there are no vaccines currently effective 
against HIV.8–10 Thus, the development of alternative methods 
is desired to provide a one-time or infrequent treatment that 
would reduce, if not eliminate, the requirements of highly active 
antiretroviral therapy to treat HIV-positive patients. Recently, 
the first documented case of a “functional cure” for HIV-1 infec-
tion has been reported, in which the patient received a bone 
marrow transplant from a donor homozygous for the Δ32 CCR5 
deletion.11–14 Alternatively, autologous cells can be engineered 
resistant to HIV-1 infection by transduction with lentiviral vec-
tors that express anti-HIV genes that target various aspects of 
the HIV-1 lifecycle such as the HIV coreceptor CCR5.15–17

We previously developed a third generation self-inactivating 
lentiviral vector that expresses two anti-HIV agents: sh5, 
a short hairpin RNA (shRNA) specific to human CCR5 
that is expressed from the H1 promoter, and C46, a cell 
membrane-anchored HIV-1 fusion inhibitor that is expressed 
from the Ubiquitin C promoter.18 This dual combination vector 
named LVsh5/C46, or Cal-1, provides two points of inhibition 
for R5-tropic HIV-1, is active against HIV-1 strains that do not 
use CCR5 such as X4-tropic HIV-1, and has been shown to 
protect transduced cells from a broad range of HIV-1 strains 
including lab adapted and clinical isolates from various 
clades (B and D) with the three major tropisms (R5-, X4-, and 
dual-tropic).18 The two anti-HIV agents, sh5 and C46, inhibit 
separate immediate-early stages of the viral lifecycle prior to 
entry, thus preventing accumulation of postintegrated provi-
rus and reduces potential occurrence of escape mutations 
to a single agent. Sh5, a CCR5-specific shRNA, degrades 
CCR5 mRNA and prevents protein production thereby inhibit-
ing cell surface expression of CCR5. This particular shRNA 
to CCR5 (referred to as CCR5 shRNA 1005) has been exten-
sively characterized in primary human cells in vitro and in 
the humanized bone marrow, liver, thymus (BLT) mouse 
model in vivo.19–22 In addition, a rhesus macaque-adapted 
analog of this shRNA displayed stable CCR5 downregula-
tion in nonhuman primate hematopoietic stem/progenitor 
cells (HSPC) transplant studies.23,24 C46 antiviral peptide is 
a membrane-anchored C-peptide specific to HIV-1 envelope 
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We described earlier a dual-combination anti-HIV type 1 (HIV-1) lentiviral vector (LVsh5/C46) that downregulates CCR5 expression 
of transduced cells via RNAi and inhibits HIV-1 fusion via cell surface expression of cell membrane-anchored C46 antiviral 
peptide. This combinatorial approach has two points of inhibition for R5-tropic HIV-1 and is also active against X4-tropic HIV-1. 
Here, we utilize the humanized bone marrow, liver, thymus (BLT) mouse model to characterize the in vivo efficacy of LVsh5/
C46 (Cal-1) vector to engineer cellular resistance to HIV-1 pathogenesis. Human CD34+ hematopoietic stem/progenitor cells 
(HSPC) either nonmodified or transduced with LVsh5/C46 vector were transplanted to generate control and treatment groups, 
respectively. Control and experimental groups displayed similar engraftment and multilineage hematopoietic differentiation that 
included robust CD4+ T-cell development. Splenocytes isolated from the treatment group were resistant to both R5- and X4-tropic 
HIV-1 during ex vivo challenge experiments. Treatment group animals challenged with R5-tropic HIV-1 displayed significant 
protection of CD4+ T-cells and reduced viral load within peripheral blood and lymphoid tissues up to 14 weeks postinfection. 
Gene-marking and transgene expression were confirmed stable at 26 weeks post-transplantation. These data strongly support 
the use of LVsh5/C46 lentiviral vector in gene and cell therapeutic applications for inhibition of HIV-1 infection.
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glycoprotein gp41 and prevents the conformational change 
required for viral envelope fusion with the cellular mem-
brane.25 C46 has been extensively characterized in preclini-
cal studies which demonstrated significant protection from a 
broad range of HIV-1 strains with minimal evidence for devel-
opment of viral escape and has also been tested in a phase 
1 clinical trial treating HIV-1 positive patients with gene-mod-
ified autologous CD4+ T lymphocytes.25–29 More recent pre-
clinical efficacy studies using transduced autologous CD34+ 
HSPC has demonstrated significant C46-mediated protec-
tion from SHIV in nonhuman primates.27,30,31 The combined 
utility of C46 expression and CCR5 downregulation via RNAi 
makes the LVsh5/C46 vector a powerful approach for engi-
neering cellular resistance to HIV-1 infection.

Here, we report the first demonstration of LVsh5/C46 vec-
tor to engineer human hematopoietic cellular resistance to 

HIV-1 infection in vivo using the NOD/SCID/IL2rγ-/- (NSG)  
humanized BLT mouse model. The BLT mouse model is 
the most advanced small-animal model for HIV-1 pathogen-
esis in vivo.32–34 Preclinical LVsh5/C46 vector, manufactured 
according to current Good Laboratory Practice, was utilized 
to genetically modify human CD34+ HSPC prior to generat-
ing BLT mice. The safety and feasibility of LVsh5/C46-trans-
duced human CD34+ HSPC to engraft and differentiate  
in vivo were compared to nonmodified human CD34+ HSPC. 
LVsh5/C46-transduced human CD34+ HSPC differentiated 
into multiple hematopoietic lineages, including CD4+ T-cells, 
and LVsh5/C46 marking and transgene expression were con-
firmed up to 6 months post-transplantation. The ability of the 
LVsh5/C46 vector to engineer cellular resistance to HIV-1 
infection was assessed in ex vivo challenge experiments 
using both R5-tropic and X4-tropic strains of HIV-1, and in 
 in vivo challenge experiments with R5-tropic HIV-1 spanning 
14 weeks postinfection. Downregulation of CCR5 expression 
in CD4+ T-cells was observed in vivo using a reporter version 
of LVsh5/C46 (LVsh5/C46/ZsG). These studies provide data 
that support the efficacy of LVsh5/C46 vector to inhibit R5- 
and X4-tropic strains of HIV-1, including in vivo protection from 
high-dose R5-tropic HIV-1 challenge, which resulted in protec-
tion of CD4+ T-cells and reduced viral load within peripheral 
blood and lymphoid tissues.

Results
Engraftment of LVsh5/C46 vector transduced human 
CD34+ HSPC
The humanized BLT mouse model was utilized to character-
ize the ability of LVsh5/C46 (Cal-1) vector to engineer human 
hematopoietic cellular resistance to HIV-1 infection in vivo. Two 
groups of BLT mice were generated in parallel: a control group 
using nonmodified human CD34+ HSPC, and a treatment group 
using human CD34+ HSPC transduced with LVsh5/C46 vector. 
Transduction efficiency was determined as 2.86 ± 0.27 vector 
copies/cell on day 12 post-transduction by qPCR, and we hypoth-
esize that the majority of cells were transduced with at least one 
vector copy per cell. The ability of LVsh5/C46 modified human 
CD34+ HSPC to engraft and differentiate in vivo was assessed 
using fluorescence-activated cell sorting (FACS) analysis of 

Figure 1   Peripheral blood engraftment at week 12 post-
transplantation. FACS analysis of peripheral blood samples was 
conducted to determine the level of hematopoietic engraftment of 
LVsh5/C46 treated CD34+ HSPC (Cal-1) compared to nonmodified 
human CD34+ HSPC (Control). Percentage of each human cell 
population is displayed and the parental cell population is listed 
below in parenthesis. The average value of 11 animals per group 
is plotted with error bars representing the SD. N.S.: nonsignificant 
difference (P > 0.05) between the average means of each group 
using a two-tailed unpaired t-test.

100

Control
N.S.

N.S.

N.S.

P = 0.047

Cal-1

90

80

70

P
er

ce
nt

 e
ng

ra
ftm

en
t

60

50

40

30

20

10

CD45+
(Total cells)

CD3+
(CD45+)

CD4+
(CD3+)

CD8+
(CD3+)

0

Figure 2  LVsh5/C46-mediated resistance to R5- and X4-tropic HIV-1 infection. Ex vivo challenge experiments were performed using 
bulk splenocytes from BLT mice humanized with LVsh5/C46 transduced CD34+ HSPC (Cal-1) or with mock transduced CD34+ HSPC 
(Control). Splenocytes were harvested at week 12 post-transplantation from each group of animals and stimulated for 5 days with IL-2 
and phytohaemagglutinin prior to challenge with R5-tropic BaL HIV-1 (a) or X4-tropic NL4-3 HIV-1 (b). At days 3, 6, 9, and 12 postinfection 
supernatants were collected and analyzed for HIV Gag p24 protein by ELISA to monitor the amount of HIV replication in culture. Error bars 
represent the SD of triplicate p24 ELISA assays.
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peripheral blood samples at week 12 post-transplantation  
(Figure 1). LVsh5/C46-transduced CD34+ HSPC and nonmod-
ified CD34+ HSPC both displayed robust engraftment of human 
CD45+ cells in vivo (control: 87%, treatment: 78%, average of 
total cell population). Robust development of CD3+ T-cells was 
observed within the human CD45+ leukocyte population for 
both groups of animals (control: 54%, treatment 59%, average 
within CD45+ population). The control and experimental groups 
displayed similar development of human CD4+ T-cells (control: 
87%, LVsh5/C46: 85%, average within CD3+ population) and 
CD8+ T-cells (control: 12%, LVsh5/C46: 14%, average within 
CD3+), and CD4+/CD8+ T-cell ratios (control: 7.4, LVsh5/C46: 
6.6%, average ratio within CD3+). No statistically significant 
difference was observed between the groups regarding T-cell 
engraftment and differentiation. Overall, these data support the 
safety and feasibility of LVsh5/C46-modified CD34+ HSPC to 
efficiently engraft in vivo and undergo multilineage hematopoi-
etic development, including CD4+ T-cell differentiation.

LVsh5/C46-mediated resistance to R5- and X4-tropic 
HIV-1 infection
Ex vivo HIV-1 challenge experiments were conducted to 
evaluate the ability of LVsh5/C46 vector to confer protection 
to human hematopoietic cells from HIV-1 pathogenesis. BLT 
mice from the control group and treatment group were sac-
rificed at week 12 post-transplantation and bulk splenocytes 
were isolated and stimulated with interleukin-2 (IL-2) and 
phytohemagglutinin prior to infection with R5-tropic (BaL) 
or X4-tropic (NL4-3) HIV-1 at a MOI of 1. Splenocytes from 
control animals displayed robust HIV-1 replication for both 
R5-tropic and X4-tropic HIV; conversely, splenocytes from 
the treatment group of animals displayed minimal evidence 
of HIV-1 replication for both R5-tropic (BaL) and X4-tropic 
(NL4-3) HIV-1 (Figure 2). At day 12 postinfection, the amount 
of p24 for LVsh5/C46 conditions was reduced 5.2-fold for 
R5-tropic BaL HIV-1 and 6.4-fold for X4-tropic NL4-3 HIV-1 
when compared with nontransduced controls. Overall, these 

data provide strong evidence for LVsh5/C46-mediated pro-
tection from both R5-tropic and X4-tropic HIV-1 infection.

In vivo protection of CD4+ T-cells and reduced HIV-1 viral 
load
At 12 weeks post-transplantation of human CD34+ HSPC, 
control BLT mice (N  =  8) and treatment BLT mice (N  =  8) 
were intravenously infected with a high dose of R5-tropic 
BaL HIV-1 (1,600 ng p24 per animal). CD4+ T-cell levels and 
viral load in peripheral blood were assessed up to week 14 
postinfection to determine the pathogenic effect of HIV-1 
infection. Within the control animals, human CD4+ T-cell per-
centages gradually declined over the course of the infection, 
most severely at weeks 10–14 postinfection when compared 
with that of the treatment group (Figure 3a). In contrast, the 
treatment group of animals stably maintained human CD4+ 
T-cells levels within the peripheral blood up to terminal analy-
sis at week 14 postinfection, and this protection was statisti-
cally significant when compared with control animals overall 
(likelihood ratio test P < 0.05). HIV-1 plasma viremia analy-
sis was performed to assess the viral load within peripheral 
blood of animals from control and treatment groups. Control 
animals displayed high levels of HIV-1 plasma viremia, while 
the treatment group of animals displayed background levels 
of detection. Differences in viral load between the control and 
treatment groups were statistically significant overall (likeli-
hood ratio test P < 0.05) and at individual time points start-
ing at week 8 postinfection through terminal analysis at week 
14 postinfection (adjusted P  <  0.05, Figure  3b). Recently, 
this Roche-based HIV-1 viral load assay has been shown to 
cross-react with lentiviral vector sequences in X-SCID gene 
therapy trials, which likely accounts for the increased level of 
background observed in baseline samples (week 0 postinfec-
tion) collected from the treatment group of animals prior to 
HIV-1 infection.35 Overall, maintenance of CD4+ T-cell levels 
and reduced viral load provides strong evidence for LVsh5/
C46-mediated protection from HIV-1 pathogenesis in vivo.

Figure 3  Protection of CD4+ T-cells and reduced HIV-1 viral load within peripheral blood. At 12 weeks post-transplantation of 
human CD34+ HSPC, eight control animals and eight LVsh5/C46-treated animals were intravenously infected with R5-tropic HIV BaL, 
and the pathogenic effects within the peripheral blood was monitored every 2 weeks until terminal analysis at week 14 postinfection (p.i.).  
(a) Percentage of human CD4+ T-cells within the CD45+CD3+ population was determined by FACS analysis. (b) HIV-1 plasma viremia was 
quantified via RT-qPCR viral load assay and normalized to input control viral RNA per microliter. The mean values per control group (closed 
circles) and treatment group (open squares) are plotted with error bars representing the SE of the mean. A statistically significant difference 
in CD4+ T-cell levels and viral loads was observed between control and treatment groups (likelihood ratio test P < 0.05). Asterisk indicates a 
statistically significant difference in post-hoc tests between the groups per time point (Adjusted P < 0.05). Dotted line indicates relative limit of 
detection of HIV-1 copies per microliter plasma.
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At week 14 postinfection, the remaining animals were sac-
rificed and processed to further characterize the protective 
effects of LVsh5/C46 on HIV-1 infection in vivo. FACS analysis 
of CD4+ T-cell percentages and qPCR analysis of HIV-1 DNA 
proviral load was conducted on cellular samples harvested 
from bone marrow, spleen, and thymus (human thymus/liver 
implants) of control (N = 7) and LVsh5/C46-treated (N = 6) 
BLT mice. Consistent with results observed in the peripheral 
blood, control animals displayed a reduction in CD4+ T-cells 
percentages when compared with the LVsh5/C46 treatment 
group within bone marrow (control: 36%, LVsh5/C46: 61%, 
average CD4+) and spleen (control: 57%, LVsh5/C46: 77%, 
average CD4+), and also a reduction of CD4+ thymocytes 
within the thymus (control: 66%, LVsh5/C46: 91%, aver-
age CD4+) (P < 0.05 for all tissues, Figure 4a). These data 
confirm significant LVsh5/C46-mediated protection of CD4+ 
T-cells within the tissue of animals up to 14 weeks postinfec-
tion with HIV-1.

HIV-1 DNA proviral load analysis was then performed 
to compare the level of infection between the control and 
LVsh5/C46 treated groups of animals using genomic DNA 
extracted from the bone marrow, spleen, and thymus of each 
animal at terminal analysis. HIV-1 DNA was detected within 
all control animals and the level of proviral load was signifi-
cantly higher within the bone marrow, spleen, and thymus 
when compared with LVsh5/C46-treated animals (P < 0.05 
for all tissues, Figure  4b). Interestingly, HIV-1 DNA was 
not detected within any of the tissues of LVsh5/C46-treated 

animals when using a qPCR assay that has a limit of detec-
tion of ~1 HIV DNA copy per 1,000 cells. These data confirm 
LVsh5/C46-mediated reduction of HIV-1 proviral load within 
the tissue of animals up to 14 weeks postinfection. These 
data provide compelling evidence that LVsh5/C46-modified 
human CD34+ HSPC engrafted and differentiated normally 
in vivo and that the progeny of LVsh5/C46-modified CD34+ 
HSPC conferred protection from HIV-mediated pathogenesis 
and significantly reduced viral load within peripheral blood 
and tissues up to 6 months post-transplantation.

Stable LVsh5/C46 gene-marking and transgene 
expression in vivo
To confirm the presence and stability of LVsh5/C46-modified 
cells, LVsh5/C46 gene-marking analysis was performed 
at week 26 post-transplantation (week 14 postinfection). 
LVsh5/C46 gene-marking was detected within the peripheral 
blood (0.60 ± 0.22 average vector copies/cell), bone marrow 
(1.30 ± 0.62 average vector copies/cell), spleen (1.23 ± 0.30 
average vector copies/cell), and thymus (0.39 ± 0.29 average 
vector copies/cell) of each animal in the LVsh5/C46 treat-
ment group (N = 6) with a total average of 0.88 ± 0.45 LVsh5/
C46 vector copies/cell within the tissues analyzed at week 
26 post-transplantation (Figure 5a). Gene-marking was not 
measured over time to determine if LVsh5/C46-modified 
cells had a selective advantage during in vivo HIV-1 chal-
lenge. The vector copy number values of samples obtained 
post-transplantation were slightly less when compared with 

Figure 4  Protection of CD4+ cells and reduced HIV-1 proviral load within lymphoid tissues. Terminal analysis was performed on 
remaining animals at week 14 postinfection. (a) Percentage of human CD4+ T-cells within the bone marrow and spleen, and percentage of 
CD4+ thymocytes within the thymus was determined by FACS analysis of the human CD45+CD3+ parental population. (b) HIV-1 DNA proviral 
load was quantified via qPCR analysis of genomic DNA extracted from bone marrow, spleen, and thymus. Values are displayed for individual 
control animals (N = 7; closed circles) and treatment animals (N = 6; open squares). The median for each group is displayed as a horizontal 
line, and error bars represent the interquartile range. Mann–Whitney tests confirmed significant differences between the distributions of each 
group for all tissues (P < 0.05).

80 90

80

70

60

50

40

60

40

P
er

ce
nt

 C
D

4+
 T

-c
el

ls

P
er

ce
nt

 C
D

4+
 T

-c
el

ls

20

H
IV

 D
N

A
 c

op
ie

s 
/ 1

,0
00

 c
el

ls 1,000

100

10

1

0.1

0.01 H
IV

 D
N

A
 c

op
ie

s 
/ 1

,0
00

 c
el

ls 100

10

1

0.1

0.01 H
IV

 D
N

A
 c

op
ie

s 
/ 1

,0
00

 c
el

ls 100

10

1

0.1

0.001

0.01

0

100

80

60

40

P
er

ce
nt

 C
D

4+
 th

ym
oc

yt
es

20

0
Control

Bone marrow

P = 0.0006

Cal-1 Control Cal-1 Control Cal-1

Control Cal-1 Control Cal-1 Control Cal-1

Spleen

P = 0.0006

Thymus

P = 0.0111

Bone marrow

P = 0.0058

Spleen

P = 0.0015

Thymus

P = 0.0015

a

b



www.moleculartherapy.org/mtna

Hematopoietic Stem Cell Gene Therapy for HIV-1
Burke et al.

5

the transduction efficiency assessment of CD34+ cells from 
extended culture. The difference in these values can be 
attributed to the transduction efficiency assessment being 
from a bulk culture of CD34+ cells and that the hematopoietic 
stem cells that engrafted likely had a reduced vector copy 
number value when compared with that of further differenti-
ated hematopoietic progenitors within culture. As expected, 
the LVsh5/C46 vector sequence was not detected within con-
trol animals. These data demonstrate effective engraftment 
of LVsh5/C46 vector-modified HSPC and the persistence of 
gene-modified cells at significant levels in vivo for up to 6 
months.

LVsh5/C46 transgene expression was determined within 
animals at terminal analysis to confirm that both sh5 and 
C46 transgenes were stably expressed within the peripheral 
blood and lymphoid tissues of treatment group animals up to 
6 months post-transplantation of transduced human CD34+ 
HSPC (14 weeks postinfection with HIV-1). RT-qPCR assays 
confirmed expression of both sh5 and C46 transgenes within 
the peripheral blood, bone marrow, spleen, and thymus of 
all treatment group animals at week 26 post-transplantation; 
as expected, sh5 and C46 target sequences were not 
detected within control animals (Figure 5b,c). Overall, these 
data strongly support the safety and feasibility of LVsh5/

C46-transduced human CD34+ HSPC to engraft in vivo and 
produce progeny with stable LVsh5/C46 gene-marking and 
persistent expression of both sh5 and C46 transgenes within 
the peripheral blood and lymphoid tissues of treated animals 
for up to 6 months post-transplantation.

In vitro CCR5 downregulation by LVsh5/C46/ZsG reporter 
lentiviral vector
A reporter vector version of LVsh5/C46 vector which incor-
porates an EF1α promoter-driven ZsGreen expression 
cassette (LVsh5/C46/ZsG) was generated to allow charac-
terization specifically of transduced cells modified to express 
sh5 and C46. PBMC were transduced with LVsh5/C46/ZsG, 
ZsGreen reporter vectors that express sh5 or C46 alone, 
or a control vector (ZsGreen alone). Significant downregu-
lation of CCR5 cell-surface expression was observed in 
cells transduced with vectors containing sh5 (LVsh5 and 
LVsh5/C46/ZsG) (Figure 6a,b). LVsh5/C46/ZsG dual vector 
achieved similar levels of CCR5 downregulation as with the 
LVsh5 single vector, demonstrating that downstream addi-
tion of the C46 expression cassette does not interfere with 
shRNA activity. The expression of CXCR4, which is the sec-
ond most commonly utilized HIV-1 coreceptor (the first one 
being CCR5 (ref. 36)), was not affected by any of the vectors 

Figure 5  Stable LVsh5/C46 gene-marking and transgene expression at week 26 post-transplantation (week 14 p.i.). (a) LVsh5/C46 
gene-marking was determined by performing qPCR analysis of DNA extracted from peripheral blood and tissues of animals at terminal 
analysis. LVsh5/C46 vector copies per cell are displayed for each treated animal (N = 6) within each tissue analyzed. The mean for each tissue 
is displayed as a horizontal line, and error bars represent the SD. LVsh5/C46 vector was not detected within any samples of Control animals. 
(b) sh5 and (c) C46 transgene expression was determined by performing RT-qPCR analysis of RNA extracted from peripheral blood and 
tissues of animals at terminal analysis. Expression of sh5 was normalized to the expression of human small RNA reference gene RNU38B, 
and expression of C46 mRNA was normalized to human β-2 microglobulin (B2M) mRNA relative expression. Results are displayed as the 
average value of duplicate sample analysis.
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(Figure 6c). Furthermore, transduction of PBMC with LVsh5/
C46/ZsG provided resistance to infection by both R5-tropic 
and X4-tropic reporter strains of replication competent HIV 
(Supplementary Figure S1).

In vivo CCR5 downregulation by LVsh5/C46/ZsG reporter 
lentiviral vector
Human fetal liver derived CD34+ HSPC were transduced with 
either LVsh5/C46/ZsG vector (MOI 5–20) or a control vector 
(MOI 1–3) that expresses the mCherry reporter gene. The 
average transduction efficiency was ~40% for the LVsh5/C46/
ZsG vector and 55% for the control vector. NOD.Cg-Prkdcscid 
Il2rgtm1Wjl/SzJ (NSG) mice were then transplanted with a 50 : 
50 mixture of therapeutic vector and control vector transduced 

cells along with thymus pieces to generate hu-BLT mice, as 
described earlier.22 In this manner, the impact of the thera-
peutic and control vectors can be measured independently 
within the same animal. At week 20 post-transplantation, 
both ZsGreen and mCherry expressing cells were detected 
in human CD45+ populations of CD3+ T lymphocytes, CD4+ 
T lymphocytes, CD8+ T lymphocytes, CD19+ B lymphocytes, 
and CD14+ monocyte/macrophages in peripheral blood, 
bone marrow, spleen, and the gut-associated lymphoid tis-
sue (Supplementary Table S1). These results demonstrate 
that LVsh5/C46/ZsG vector-transduced human CD34+ 
HSPC can differentiate into multilineage hematopoietic cells 
in peripheral blood and multiple lymphoid tissues.

We next examined CCR5 downregulation in LVsh5/C46/
ZsG vector-transduced CD4+ T lymphocytes in lymphoid 
tissues at 20 weeks post-transplantation. CCR5 expression 
was efficiently downregulated in ZsGreen+ CD4+ T lympho-
cytes in peripheral blood, spleen, bone marrow, and the gut-
associated lymphoid tissue (Figure  7). In contrast, CCR5 
expression remained elevated in mCherry+ control CD4+T 
lymphocytes, showing the specificity of CCR5 downregulation 
by the LVsh5/C46/ZsG vector. Furthermore, ex vivo challenge 
of purified ZsGreen- or mCherry-expressing splenocytes 
demonstrated that LVsh5/C46/ZsG vector engineered cellu-
lar resistance to infection from both R5-tropic and X4-tropic 
strains of HIV-1 (Supplementary Figure S2). Overall, these 
data demonstrate that LVsh5/C46/ZsG vector-transduced 
human CD34+ HSPC can support reconstitution of mul-
tilineage hematopoietic engraftment and differentiation in 
the humanized BLT mouse model, efficiently downregulate 
CCR5 expression in human CD4+ T lymphocytes in multiple 
lymphoid tissues including the gut-associated lymphoid tis-
sue, and engineer cellular resistance to both R5-tropic and 
X4-tropic HIV infection.

Discussion

We have developed a third generation lentiviral vector (LVsh5/
C46) that engineers cellular resistance to HIV-1 infection by 
expressing two active anti-HIV agents: sh5, a siRNA that 
downregulates CCR5 expression, and C46, a cell surface 
membrane-anchored fusion inhibitor peptide. The sh5 trans-
gene has been proven safe and effective in delivering stable 
CCR5 downregulation in multiple studies using human cells, 
humanized mouse models, and nonhuman primate mod-
els19,20,22,23,37, and the C46 transgene has also been proven 
effective at inhibiting HIV-1 infection in numerous preclinical 
studies and was recently shown to be safe for clinical use.25–28 
The LVsh5/C46 vector is unique in that it expresses both of 
these potent anti-HIV agents within a single lentiviral vector 
and is thus powered by its ability to confer cellular resistance 
to HIV-1 infection by targeting two immediate-early stages of 
HIV-1 infection. The combination of these two highly effec-
tive agents allows for several advantages compared to either 
transgene alone, such as providing two separate mecha-
nisms that protect against R5-tropic HIV-1 to reduce potential 
development of single agent escape mutations and also pro-
viding active protection from a broad range of HIV-1 variants 
that includes X4-tropic HIV-1. Previous reports also indicate 

Figure 6  CCR5 downregulation by LVsh5/C46/ZsG reporter 
vector in human PBMC in vitro. Human PBMCs were stimulated 
with phytohemagglutinin then IL-2 for 2 days and transduced 
with four different lentiviral vectors (ZsGreen vector does not 
express anti-HIV genes but express only ZsGreen: open circles; 
sh5 vector expresses sh1005 and ZsGreen: open squares; C46 
vector expresses C46 and ZsGreen: open triangles; sh5/C46/ZsG 
express sh1005, C46 and ZsGreen: open inverted triangles). CCR5 
expression was examined 12 days postlentiviral vector transduction 
by monoclonal antibody staining of CCR5 and flow cytometric 
analysis. (a) The percentage of CCR5-expressing cells within the 
ZsGreen positive population was calculated from four independent 
experiments. n.s. = not significant, *P< 0.05, **P < 0.005 (Unpaired 
t-test with welch’s correction). (b) A representative data from one 
of the four experiments graphed in a. The percentage of CCR5-
expressing cells within the ZsGreen positive population is shown 
above each plot. (c) Representative data from the same experiment 
as in b. displaying CXCR4 expression.
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potential for a synergistic effect of the combined mechanisms 
by theoretically extending the therapeutic window of C46-
related fusion inhibitors during instances of reduced corecep-
tor availability.38–40

Here we utilized the humanized BLT mouse model dur-
ing preclinical studies designed to characterize the ability of 
LVsh5/C46 vector to protect human hematopoietic cells from 
HIV-1 infection in vivo. Human CD34+ HSPC were trans-
duced with preclinical LVsh5/C46 vector at a MOI of 10 in 
a 24-hour transduction protocol resulting in 2.86 ± 0.27 vec-
tor copies/cell. No differences in engraftment were observed 
between control and experimental groups, which included 
robust CD4+ T-cells development. Ex vivo challenge experi-
ments with splenocytes from the treatment group displayed 
protection from both R5-tropic and X4-tropic HIV-1 infection, 
with inhibition of HIV-1 replication as measured by p24 ELISA 
of culture supernatant. Twelve weeks after human CD34+ 
HSPC transplantation, high-dose intravenous infection of 
R5-tropic HIV-1 exists. Treatment group animals maintained 

CD4+ T-cell levels and reduced viral loads within the periph-
eral blood and lymphoid tissues. Interestingly, the treatment 
group of animals displayed background levels of HIV-1 detec-
tion within the peripheral blood and lymphoid tissues tested 
at 14 weeks postinfection. The lack of substantial evidence 
of HIV-1 detection within the treatment group suggests that 
LVsh5/C46-modified cells were able to systemically control 
the infection or potentially completely inhibit the initial viral 
challenge infection. Furthermore, LVsh5/C46 gene-mark-
ing and transgene expression was stable up to 6 months 
post-transplantation of transduced CD34+ HSPC, and a 
reporter version of the construct was able to demonstrate 
significant downregulation of CCR5 in vector-modified cells 
in vivo. In total, these data support the use of LVsh5/C46 vec-
tor as a single dose treatment that can constitutively deliver 
a therapeutic advantage to cells and allow for long-term 
engraftment and cellular resistance to HIV-1 pathogenesis in 
vivo by downregulating CCR5 expression and inhibiting HIV-1 
fusion via C46. LVsh5/C46 lentiviral vector is built on decades 

Figure 7  CCR5 downregulation in LVsh5/C46/ZsG reporter vector marked human CD4+ T lymphocytes in vivo. (a) The level of CCR5 
expression was compared in ZsGreen-marked (LVsh5/C46/ZsG reporter vector: open squares) and mCherry-marked (control vector: filled 
circles) human CD4+ T lymphocytes in lymphoid tissues from the hu-BLT mice. Samples were obtained between 11 and 25 weeks post-
transplantation. CCR5 expression level was normalized using the mean CCR5 expression in mCherry-positive cells from peripheral blood in 
order to effectively analyze CCR5 downregulation with different levels of CCR5, ZsGreen, and mCherry+ expression in tissues of each mouse. 
Each dot represents a mouse. Error bars show SE of the mean. ns = not significant, *P < 0.05, **P < 0.005 (student t-test) (b) Representative 
data from a single mouse showing CCR5 reduction in ZsGreen but not mCherry transduced CD4+ T-cells in lymphoid tissues.
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of HIV-1 gene therapy experience and adds to the developing 
technologies designed to stably engineer cellular protection 
from HIV-1 infection such as CCR5-specific nucleases and 
immunoprophylaxis.16,17,41,42 Currently, underway is a phase 
1/2 clinical trial designed to test the safety and feasibility of 
infusing LVsh5/C46-modified CD34+ HSPC and CD4+ T-cells 
to treat HIV-1 infection without the use of antiretroviral drugs, 
and includes the use of busulfan as conditioning to enhance 
engraftment of LVsh5/C46-modified CD34+ HSPC.43

Materials and methods

Generation of humanized BLT mice. A total of 28 NOD/
SCID/IL2rγ -/- (NSG) mice were used in the study to gener-
ate humanized BLT animals according to UCLA Humanized 
Mouse Core Laboratory procedures.44 In brief, NSG animals 
were conditioned with total body irradiation at a dose of 270 
rads, and then 14 animals per group received a cellular prod-
uct consisting of 1 × 106 human fetal liver-derived CD34+ 
HSPC per mouse from a single human donor. CD34+ HSPC 
were either nonmodified (control group) or transduced with 
LVsh5/C46 vector at MOI of 10 (treatment group) during over-
night culture in media supplemented with thrombopoietin, 
stem cell factor, and Flt3 ligand (50 ng/ml each) using Retro-
Nectin (20 µg/ml) coated six-well plates. Each group of ani-
mals received 5 × 105 CD34+ HSPC transplanted with thymic 
stromal tissue and matrigel under the mouse kidney capsule, 
and an additional 5 × 105 CD34+ HSPC infused retro-orbitally 
on the same day. At week 12 post-transplantation, 11 ani-
mals per group survived with >10% human CD3+ T-cells, and 
these animals were then designated for balanced ex vivo and 
in vivo HIV-1 challenge analysis.

Ex vivo HIV-1 challenge. Animals were sacrificed at week 
12 post-transplantation of human CD34+ HSPC, spleens 
were harvested, splenocytes were stimulated for 3 days in 
RPMI +10% FBS  +  IL-2 (20 U/ml)  +  phytohemagglutinin  
(5 µg/ml), then cryopreserved. Cryopreserved splenocytes 
were thawed and combined per group, then stimulated for 
2 days with RPMI +20% FBS +100 U/ml IL-2 prior to HIV-1 
challenge. A total of 2 × 106 cells per condition were chal-
lenged with R5-tropic BaL and X4-tropic NL4-3 strains of 
HIV at a MOI of 1. After 2-hour challenge, cells were cultured 
in RPMI  +  20% FBS  +  20 U/ml IL-2 for 12 days postinfec-
tion. Supernatant from cultures was collected on days 3, 6, 
9, and 12 postinfection, and HIV-1 replication was monitored 
by performing p24 ELISA in triplicate for each sample. p24 
ELISA was performed by the UCLA Virology Core Laboratory 
according to the Perkin Elmer p24 kit protocol.

Molecular and cellular analysis. HIV-1 strain BaL was pre-
pared by infecting PM-1 cells and titre was determined using 
Perkin Elmer HIV-1 P24 ELISA. HIV-1 strain NL4-3 was 
grown in CEMx174 from plasmid-derived stock, and viral 
infectivity was determined by limiting dilution titration on 
CEMx174 cells. FACS analysis was performed as described 
earlier according to UCLA Humanized Mouse Core Labora-
tory procedures.44 Quantitation of HIV-1 plasma viremia was 

performed by the UCLA Virology Core Laboratory according 
to the earlier published methods.45 Results were reported 
using the following formula: normalized HIV-1 copies per µl  
of plasma  =  (HIV-1 copies/control HIV copies)*(number 
of control HIV copies spiked to plasma sample/volume of 
plasma sample). Quantitation of HIV-1 DNA proviral load 
was performed by UCLA Humanized Mouse Core Labora-
tory according to the earlier published methods.46 The fol-
lowing primers were used to detect HIV-1 sequences not 
present within lentiviral vectors: Sense Primer: 5′-CAATGG 
CAGCAATTTCACCA-3′, Anti-Sense Primer: 5′-GAATGCC 
AAATTCCTGCTTGA-3′, Probe: 5′-(6-FAM)-CCCACCAACA 
GGCGGCCTTAA CTG-(Tamra-Q)-3′. LVsh5/C46 vector copy 
number per cell and expression of transgenes were deter-
mined as described earlier.18

Statistical analysis. For data measured at a single time point, 
two-tailed t-tests or Mann–Whitney tests (for skewed data) 
were performed to compare groups. Linear mixed effects 
models were used to compare the %CD4+ T-cells and the nor-
malized HIV copy number per µl of plasma outcomes, where 
both models included a time–group interaction. P values for 
the group effect and time–group interaction effect were cal-
culated using likelihood ratio tests of the model with the term 
of interest against the model excluding the term. Post hoc 
Wilcoxon rank sum tests were conducted at each time point 
and adjusted P values were calculated using Storey’s false 
discovery rate. Mixed effect regression analyses were con-
ducted using the lme4 (ref. 47) and qvalue48 packages in R.49 
Additional analyses were conducted using GraphPad Prism 
(version 5.04) for Windows. Significance was assessed at the 
0.05 level (for both adjusted and unadjusted P values) and all 
tests were two-tailed.

Ethics statement. Human fetal tissue was purchased from 
Advanced Biosciences Resources and the UCLA CFAR 
Gene and Cellular Therapy core laboratory, was obtained 
without personal identifying information, and did not require 
Institutional Review Board approval for use. Animal research 
described in this manuscript was performed under the written 
approval of the UCLA Animal Research Committee (ARC) in 
accordance to all federal, state, and local guidelines. These 
studies were conducted in strict accordance to The Guide for 
the Care and Use of Laboratory Animals of the National Insti-
tutes of Health, and the accreditation and guidelines of the 
Association for the Assessment and Accreditation of Labora-
tory Animal Care (AALAC) under the UCLA ARC Protocol 
Number 2010-038-02B. All surgeries were performed under 
anesthesia using ketamine/xylazine and isofluorane, and all 
efforts were made to minimize pain and discomfort.

Supplementary material

Figure S1. Inhibition of R5-tropic and X4-tropic HIV infection 
by LVsh5/C46/ZsG reporter vector in PBMC in vitro.
Figure S2. Inhibition of R5-tropic and X4-tropic HIV infection 
by LVsh5/C46/ZsG reporter vector in splenocytes ex vivo.
Table S1. In vivo multi-lineage reconstitution of LVsh5/C46/
ZsG reporter lentiviral vector transduced cells.



www.moleculartherapy.org/mtna

Hematopoietic Stem Cell Gene Therapy for HIV-1
Burke et al.

9

Acknowledgments The authors thank Kenneth Cornetta 
and the Indiana University Vector Production Facility (IU 
VPF) for generating VSV-G pseudotyped LVsh5/C46 vector 
according to current Good Laboratory Practice and Angela 
Presson for assistance with statistical analysis. All of the 
work conducted by Calimmune, or on the behalf of Calim-
mune, was supported by private funding. Work conducted by 
D.S.A. laboratory was founded by the California Institute for 
Regenerative Medicine (CIRM) (number DR1-01431). B.P.B., 
J.Z., M.V.C., J.C.C., N.K., M.P.B., H.I., G.E.R., L.R.B., J.S.B., 
and G.P.S. were employees of Calimmune, at a time dur-
ing publication of this manuscript. D.S.A. served as a con-
sultant for Calimmune; I.S.Y.C. is a founder of Calimmune; 
B.P.B. drafted the manuscript; G.E.R., D.N.V., L.R.B., J.S.B., 
I.S.Y.C., S.G.K., D.S.A., and G.P.S. critically reviewed the 
manuscript; B.P.B., B.R.L., L.R.B., S.G.K., D.S.A., and G.P.S. 
designed and/or coordinated the animal studies; B.R.L., J.Z., 
A.S., J.B., M.V.C., J.C.C., N.K., V.R., G.B., E.E., R.C., M.P.B., 
H.I., S.G.K., S.S., E.L.L., So.G.K., and D.N.V. contributed 
substantially to data collection and analysis.

	 1.	 WHO-UNAIDS (2011). 2011 World AIDS Day Report.
	 2.	 Walensky, RP, Paltiel, AD, Losina, E, Mercincavage, LM, Schackman, BR, Sax, PE et al. 

(2006). The survival benefits of AIDS treatment in the United States. J Infect Dis 194: 
11–19.

	 3.	 Richman, DD, Margolis, DM, Delaney, M, Greene, WC, Hazuda, D and Pomerantz, RJ 
(2009). The challenge of finding a cure for HIV infection. Science 323: 1304–1307.

	 4.	 Feeney, ER and Mallon, PW (2010). Impact of mitochondrial toxicity of HIV-1 
antiretroviral drugs on lipodystrophy and metabolic dysregulation. Curr Pharm Des 16: 
3339–3351.

	 5.	 Martinez-Picado, J, DePasquale, MP, Kartsonis, N, Hanna, GJ, Wong, J, Finzi, D et al. 
(2000). Antiretroviral resistance during successful therapy of HIV type 1 infection. Proc Natl 
Acad Sci USA 97: 10948–10953.

	 6.	 Núñez, M (2010). Clinical syndromes and consequences of antiretroviral-related 
hepatotoxicity. Hepatology 52: 1143–1155.

	 7.	 Veloso, S, Peraire, J, Viladés, C, López-Dupla, M, Escoté, X, Olona, M et al. (2010). 
Pharmacogenetics of the metabolic disturbances and atherosclerosis associated with 
antiretroviral therapy in HIV-infected patients. Curr Pharm Des 16: 3379–3389.

	 8.	 Eisele, E and Siliciano, RF (2012). Redefining the viral reservoirs that prevent HIV-1 
eradication. Immunity 37: 377–388.

	 9.	 Ho, YC, Shan, L, Hosmane, NN, Wang, J, Laskey, SB, Rosenbloom, DI et al. (2013). 
Replication-competent noninduced proviruses in the latent reservoir increase barrier to 
HIV-1 cure. Cell 155: 540–551.

	10.	 McMichael, A, Picker, LJ, Moore, JP and Burton, DR. (2013). Another HIV vaccine failure: 
where to next? Nat Med 19: 1576–1577.

	11.	 Huang, Y, Paxton, WA, Wolinsky, SM, Neumann, AU, Zhang, L, He, T et al. (1996). The 
role of a mutant CCR5 allele in HIV-1 transmission and disease progression. Nat Med 2: 
1240–1243.

	12.	 Hütter, G, Schneider, T and Thiel, E (2009). Transplantation of selected or transgenic blood 
stem cells - a future treatment for HIV/AIDS? J Int AIDS Soc 12: 10.

	13.	 Hütter, G, Nowak, D, Mossner, M, Ganepola, S, Müssig, A, Allers, K et al. (2009). Long-
term control of HIV by CCR5 Delta32/Delta32 stem-cell transplantation. N Engl J Med 360: 
692–698.

	14.	 Hütter, G and Thiel, E (2011). Allogeneic transplantation of CCR5-deficient progenitor cells 
in a patient with HIV infection: an update after 3 years and the search for patient no. 2. 
AIDS 25: 273–274.

	15.	 Symonds, GP, Johnstone, HA, Millington, ML, Boyd, MP, Burke, BP and Breton, LR (2010). 
The use of cell-delivered gene therapy for the treatment of HIV/AIDS. Immunol Res 48: 
84–98.

	16.	 Kitchen, SG, Shimizu, S and An, DS (2011). Stem cell-based anti-HIV gene therapy. 
Virology 411: 260–272.

	17.	 Kiem, HP, Jerome, KR, Deeks, SG and McCune, JM (2012). Hematopoietic-stem-cell-
based gene therapy for HIV disease. Cell Stem Cell 10: 137–147.

	18.	 Wolstein, O, Boyd, M, Millington, M, Impey, H, Boyer, J, Howe, A et al. (2014). Preclinical 
safety and efficacy of an anti–HIV-1 lentiviral vector containing a short hairpin RNA 
to CCR5 and the C46 fusion inhibitor. Mol Ther — Methods & Clin Development 1: 
11 (doi:10.1038/mtm.2013.11)

	19.	 Qin, XF, An, DS, Chen, IS and Baltimore, D (2003). Inhibiting HIV-1 infection in human T 
cells by lentiviral-mediated delivery of small interfering RNA against CCR5. Proc Natl Acad 
Sci USA 100: 183–188.

	20.	 An, DS, Qin, FX, Auyeung, VC, Mao, SH, Kung, SK, Baltimore, D et al. (2006). 
Optimization and functional effects of stable short hairpin RNA expression in primary 
human lymphocytes via lentiviral vectors. Mol Ther 14: 494–504.

	21.	 Shimizu, S, Kamata, M, Kittipongdaja, P, Chen, KN, Kim, S, Pang, S et al. (2009). 
Characterization of a potent non-cytotoxic shRNA directed to the HIV-1 co-receptor CCR5. 
Genet Vaccines Ther 7: 8.

	22.	 Shimizu, S, Hong, P, Arumugam, B, Pokomo, L, Boyer, J, Koizumi, N et al. (2010). A 
highly efficient short hairpin RNA potently down-regulates CCR5 expression in systemic 
lymphoid organs in the hu-BLT mouse model. Blood 115: 1534–1544.

	23.	 An, DS, Donahue, RE, Kamata, M, Poon, B, Metzger, M, Mao, SH et al. (2007). Stable 
reduction of CCR5 by RNAi through hematopoietic stem cell transplant in non-human 
primates. Proc Natl Acad Sci USA 104: 13110–13115.

	24.	 Kim, S, Kim, N, Presson, AP, Metzger, ME, Bonifacino, AC, Sehl, M et al. (2014). Dynamics 
of HSPC repopulation in nonhuman primates revealed by a decade-long clonal-tracking 
study. Cell Stem Cell 14: 473–485.

	25.	 Egelhofer, M, Brandenburg, G, Martinius, H, Schult-Dietrich, P, Melikyan, G, Kunert, R 
et al. (2004). Inhibition of human immunodeficiency virus type 1 entry in cells expressing 
gp41-derived peptides. J Virol 78: 568–575.

	26.	 Perez, EE, Riley, JL, Carroll, RG, von Laer, D and June, CH (2005). Suppression of 
HIV-1 infection in primary CD4 T cells transduced with a self-inactivating lentiviral vector 
encoding a membrane expressed gp41-derived fusion inhibitor. Clin Immunol 115: 26–32.

	27.	 Zahn, RC, Hermann, FG, Kim, EY, Rett, MD, Wolinsky, SM, Johnson, RP et al. (2008). 
Efficient entry inhibition of human and nonhuman primate immunodeficiency virus by cell 
surface-expressed gp41-derived peptides. Gene Ther 15: 1210–1222.

	28.	 van Lunzen, J, Glaunsinger, T, Stahmer, I, von Baehr, V, Baum, C, Schilz, A et al. (2007). 
Transfer of autologous gene-modified T cells in HIV-infected patients with advanced 
immunodeficiency and drug-resistant virus. Mol Ther 15: 1024–1033.

	29.	 Kimpel, J, Braun, SE, Qiu, G, Wong, FE, Conolle, M, Schmitz, JE et al. (2010). Survival of 
the fittest: positive selection of CD4+ T cells expressing a membrane-bound fusion inhibitor 
following HIV-1 infection. PLoS One 5: e12357.

	30.	 Trobridge, GD, Wu, RA, Beard, BC, Chiu, SY, Muñoz, NM, von Laer, D et al. (2009). 
Protection of stem cell-derived lymphocytes in a primate AIDS gene therapy model after in 
vivo selection. PLoS One 4: e7693.

	31.	 Younan, PM, Polacino, P, Kowalski, JP, Peterson, CW, Maurice, NJ, Williams, NP et al. 
(2013). Positive selection of mC46-expressing CD4+ T cells and maintenance of virus 
specific immunity in a primate AIDS model. Blood 122: 179–187.

	32.	 Melkus, MW, Estes, JD, Padgett-Thomas, A, Gatlin, J, Denton, PW, Othieno, FA et al. 
(2006). Humanized mice mount specific adaptive and innate immune responses to EBV 
and TSST-1. Nat Med 12: 1316–1322.

	33.	 Lan, P, Tonomura, N, Shimizu, A, Wang, S and Yang, YG (2006). Reconstitution of a 
functional human immune system in immunodeficient mice through combined human fetal 
thymus/liver and CD34+ cell transplantation. Blood 108: 487–492.

	34.	 Dudek, TE, No, DC, Seung, E, Vrbanac, VD, Fadda, L, Bhoumik, P et al. (2012). Rapid 
evolution of HIV-1 to functional CD8+ T cell responses in humanized BLT mice. Sci Transl 
Med 4: 143ra98.

	35.	 Ravin, SSD. Unexpected False Positive PCR Test for HIV Following Lentiviral Gene 
Therapy for X-SCID (OBA Protocol #0901-964). National Institutes of Health (NIH), 
Recombinant DNA Advisory Committee (RAC), 135th Meeting, Hyatt Regency Bethesda, 
2013.

	36.	 Feng, Y, Broder, CC, Kennedy, PE and Berger, EA (1996). HIV-1 entry cofactor: functional 
cDNA cloning of a seven-transmembrane, G protein-coupled receptor. Science 272: 
872–877.

	37.	 Shimizu, S, Kamata, M, Kittipongdaja, P, Chen, KN, Kim, S, Pang, S et al. (2009). 
Characterization of a potent non-cytotoxic shRNA directed to the HIV-1 co-receptor CCR5. 
Genet Vaccines Ther 7: 8.

	38.	 Tremblay, CL, Kollmann, C, Giguel, F, Chou, TC and Hirsch, MS (2000). Strong in vitro 
synergy between the fusion inhibitor T-20 and the CXCR4 blocker AMD-3100. J Acquir 
Immune Defic Syndr 25: 99–102.

	39.	 Tremblay, CL, Giguel, F, Kollmann, C, Guan, Y, Chou, TC, Baroudy, BM et al. (2002). Anti-
human immunodeficiency virus interactions of SCH-C (SCH 351125), a CCR5 antagonist, 
with other antiretroviral agents in vitro. Antimicrob Agents Chemother 46: 1336–1339.

	40.	 Reeves, JD, Gallo, SA, Ahmad, N, Miamidian, JL, Harvey, PE, Sharron, M et al. (2002). 
Sensitivity of HIV-1 to entry inhibitors correlates with envelope/coreceptor affinity, receptor 
density, and fusion kinetics. Proc Natl Acad Sci USA 99: 16249–16254.

	41.	 Balazs, AB, Ouyang, Y, Hong, CM, Chen, J, Nguyen, SM, Rao, DS et al. (2014). Vectored 
immunoprophylaxis protects humanized mice from mucosal HIV transmission. Nat Med 20: 
296–300.

	42.	 Tebas, P, Stein, D, Tang, WW, Frank, I, Wang, SQ, Lee, G et al. (2014). Gene editing 
of CCR5 in autologous CD4 T cells of persons infected with HIV. N Engl J Med 370: 
901–910.

	43.	 Calimmune. Safety Study of a Dual anti-HIV Gene Transfer Construct to Treat HIV-1 
Infection. National Library of Medicine (US): Bethesda (MD). 2000 – [cited 2013]. http://
www.clinicaltrials.gov/show/NCT01734850 NLM Identifier: NCT01734850, ClinicalTrials.
gov [Internet].

	44.	 Kitchen, SG, Levin, BR, Bristol, G, Rezek, V, Kim, S, Aguilera-Sandoval, C et al. 
(2012). In vivo suppression of HIV by antigen specific T cells derived from engineered 
hematopoietic stem cells. PLoS Pathog 8: e1002649.

http://www.clinicaltrials.gov/show/NCT01734850 NLM Identifier: NCT01734850, ClinicalTrials.gov [Internet
http://www.clinicaltrials.gov/show/NCT01734850 NLM Identifier: NCT01734850, ClinicalTrials.gov [Internet
http://www.clinicaltrials.gov/show/NCT01734850 NLM Identifier: NCT01734850, ClinicalTrials.gov [Internet


Molecular Therapy—Nucleic Acids

Hematopoietic Stem Cell Gene Therapy for HIV-1
Burke et al.

10

	45.	 Marsden, MD, Kovochich, M, Suree, N, Shimizu, S, Mehta, R, Cortado, R et al. (2012). HIV 
latency in the humanized BLT mouse. J Virol 86: 339–347.

	46.	 Vatakis, DN, Bristol, G, Wilkinson, TA, Chow, SA and Zack, JA (2007). Immediate activation 
fails to rescue efficient human immunodeficiency virus replication in quiescent CD4+ T cells. 
J Virol 81: 3574–3582.

	47.	 Bates, D, Maechler, M Bolker, B and Walker, S (2013). LME4: linear mixed-effects modeling 
using Eigen and S4. R Package Version 1.0-4. http://CRAN.R-project.org/package=lme4.

	48.	 Storey, JD. (2002). A direct approach to false discovery rates. J Roy Stat Soc B 64: 479–498.
	49.	 R Core Team (2013). R: a language and environment for statistical computing. ISBN: 

3-900051-07-0. http://www.R-project.org.

This work is licensed under a Creative Commons 
Attribution-NonCommercial-NoDerivs 4.0 International 

License. The images or other third party material in this article are 
included in the article’s Creative Commons license, unless indicated 
otherwise in the credit line; if the material is not included under the 
Creative Commons license, users will need to obtain permission 
from the license holder to reproduce the material. To view a copy of 
this license, visit http://creativecommons.org/licenses/by-nc-nd/4.0/

Supplementary Information accompanies this paper on the Molecular Therapy–Nucleic Acids website (http://www.nature.com/mtna)

http://CRAN.R-project.org/package=lme4
http://www.R-project.org



