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Author correction: integrating 
standardized whole genome 
sequence analysis with 
a global Mycobacterium 
tuberculosis antibiotic resistance 
knowledgebase
Matthew ezewudo, Amanda Borens  , Álvaro chiner-oms  , paolo Miotto  , 
Leonid chindelevitch, Angela M. Starks, Debra Hanna, Richard Liwski, Matteo Zignol, 
christopher Gilpin, Stefan niemann, thomas Andreas Kohl, Robin M. Warren, Derrick crook, 
Sebastien Gagneux, Sven Hoffner  , camilla Rodrigues, iñaki comas  ,  
David M. engelthaler, David Alland, Leen Rigouts, christoph Lange, Keertan Dheda, 
Rumina Hasan, Ruth Mcnerney  , Daniela M. cirillo, Marco Schito, timothy c. Rodwell & 
James posey

Correction to: Scientific Reports https://doi.org/10.1038/s41598-018-33731-1, published online 18 October 2018

The original version of this Article omitted an affiliation for Timothy C. Rodwell. The correct affiliations for 
Timothy C. Rodwell are listed below:

Department of Medicine, University of California, San Diego, CA, USA

The Foundation for Innovative New Diagnostics, Geneva, Switzerland.

This has now been corrected in the HTML and PDF versions of this Article.
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