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Microbial sulfate reduction in oil reservoirs (biosouring) is often associated with secondary
oil production where seawater containing high sulfate concentrations (∼28 mM) is
injected into a reservoir to maintain pressure and displace oil. The sulfide generated
from biosouring can cause corrosion of infrastructure, health exposure risks, and higher
production costs. Isotope monitoring is a promising approach for understanding microbial
sulfur cycling in reservoirs, enabling early detection of biosouring, and understanding the
impact of souring. Microbial sulfate reduction is known to result in large shifts in the sulfur
and oxygen isotope compositions of the residual sulfate, which can be distinguished from
other processes that may be occurring in oil reservoirs, such as precipitation of sulfate
and sulfide minerals. Key to the success of this method is using the appropriate isotopic
fractionation factors for the conditions and processes being monitored. For a set of batch
incubation experiments using a mixed microbial culture with crude oil as the electron
donor, we measured a sulfur fractionation factor for sulfate reduction of −30 . We have
incorporated this result into a simplified 1D reservoir reactive transport model

�
to highlight

how isotopes can help discriminate between biotic and abiotic processes affecting sulfate
and sulfide concentrations. Modeling results suggest that monitoring sulfate isotopes
can provide an early indication of souring for reservoirs with reactive iron minerals that
can remove the produced sulfide, especially when sulfate reduction occurs in the mixing
zone between formation waters (FW) containing elevated concentrations of volatile fatty
acids (VFAs) and injection water (IW) containing elevated sulfate. In addition, we examine
the role of reservoir thermal, geochemical, hydrological, operational and microbiological
conditions in determining microbial souring dynamics and hence the anticipated isotopic
signatures.

Keywords: microbial sulfate reduction, stable isotopes, souring, reactive transport modeling, reservoir modeling,

oil reservoirs

INTRODUCTION
Microbial reduction of sulfate to sulfide (also known as microbial
“souring” or “biosouring” by the oil and gas industry) is arguably
the most deleterious microbial process that oil operators face dur-
ing oil production (Youssef et al., 2009; Gieg et al., 2011). The
sulfide formed presents health risks to workers when present in
the gas phase as hydrogen sulfide (H2S) and needs to be removed
from the crude oil before it can be refined, resulting in a more
expensive end-product. Sulfide is also highly corrosive, requiring
significant investment in corrosion-resistant infrastructure, either
before production occurs or as an expensive retrofit involving
periods of non-production. A suite of tools are therefore neces-
sary to help understand, predict, prevent and mitigate microbial
souring. Here we argue that stable isotopes are currently under-
utilized as a microbial souring tool and illustrate how they may
potentially be used to provide an early indication of souring and
gain insight into reservoir sulfur cycling.

Figure 1 presents a conceptual model of microbial souring.
During secondary production of oil, water is injected into the
oil reservoir to provide reservoir pressure and to sweep oil
toward production wells. In offshore environments, the injection
water (IW) is usually seawater, which contains abundant sulfate
(∼28 mM) as an available electron acceptor. This high sulfate
water mixes with any reservoir formation water (FW) present,
which often contains elevated concentrations of potential electron
donors in the form of volatile fatty acids (VFAs), such as propi-
onate, butyrate and acetate (Warren et al., 1994; Grigoryan et al.,
2008). Sulfate reducing microorganisms (SRM) have also been
shown to use more recalcitrant electron donors, such as aliphatic
and aromatic hydrocarbons that are components of crude oil
(Aeckersberg et al., 1991; Widdel and Bak, 1992; Bolliger et al.,
2001; Davidova et al., 2006; Agrawal et al., 2012). The injected
water also cools down the reservoir around the injection well
to temperatures which are more conducive to microbial sulfate
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FIGURE 1 | Conceptual model of reservoir souring processes (after http://www.oilfieldwiki.com/wiki/Reservoir_souring).

reduction and sulfide production (Eden et al., 1993; Gieg et al.,
2011). A zone of optimal sulfate reduction is therefore created,
with its location and extent controlled by the thermal and chem-
ical gradients resulting from water injection, and the distribution
and nature of the SRM that are present. Transport of sulfide
through the reservoir toward the production well can be delayed
with respect to the IW front due to the initial lag and growth
phase of sulfate reducers, and also due to reaction of sulfide with
iron-bearing reservoir minerals, removing the sulfide from solu-
tion and precipitating it as iron sulfide (Eden et al., 1993; Coombe
et al., 2010). However, the residual sulfate that has not been
reduced to sulfide will remain in solution and be transported with
the water flood—monitoring changes in the isotopic composition
of this sulfate in the produced water (PW) from the reservoir is
the key to the concept of isotopes as early indicators of micro-
bial souring. Finally, if the FW contains elevated concentrations
of Ba, Sr, or Ca, sulfate may be removed abiotically as insoluble
minerals, resulting in mineral scale accumulation that can cause
formation damage by decreasing local permeability (Moghadasi
et al., 2006; Merdhah and Yassin, 2007). Isotopes can potentially
be used along with fluid chemistry data to distinguish between
these different abiotic and biotic mechanisms affecting dissolved
sulfate concentrations.

In terms of isotope geochemistry, microbial sulfate reduction
is one of the most highly fractionating processes known. Microbes
prefer to reduce sulfate containing the lighter 32S isotope rather
than the heavier 34S, because 32S forms slightly weaker bonds that
are easier to break. This produces sulfide that is lighter than the
parent sulfate (e.g., Kaplan and Rittenberg, 1964; Bolliger et al.,
2001). Over time, the sulfate that remains becomes isotopically
heavier as the lighter 32S is preferentially consumed. Isotopic
abundance is conventionally represented by the delta notation in
equation (1), whereas isotope fractionation can be most simply

described by the Rayleigh fractionation outlined in equation (2).
Experiments have shown that the isotope fractionation factor (ε)
in equation (2) can vary substantially between +5 and −66�, and
is thought to depend on a wide variety of factors including elec-
tron donor type, electron donor/acceptor concentration, sulfate
reduction rate, temperature and the microbial population that is
present (Brüchert, 2004; Mitchell et al., 2009; Sim et al., 2011a; and
references therein). Mechanistically, these factors may control the
relative rates of the reversible enzymatic pathways within the cell
itself that are responsible for the isotope fractionation (Brunner
and Bernasconi, 2005; Brunner et al., 2005). Understanding the
controls on and values of typical isotopic fractionation factors
for oil reservoirs is clearly important in order to utilize isotopes
as a fully quantitative tool for microbial souring.

Sulfur isotope ratios are commonly reported in standard
delta notation, δ34S (units of per mil, �), where Rsample =
(34S/32S)sample and Rstd = (34S/32S)std. Rstd is the Canyon Diablo
Troilite standard (=0.0441626):

δ34S =
[(

Rsample

Rstd

)
− 1 × 1000

]
(1)

Sulfur isotope fractionation can be described by the simple
Rayleigh fractionation in equation (2) where the δ34S of the reac-
tant (e.g., sulfate in microbial sulfate reduction) is dependent on
the isotope fractionation factor (ε), the fraction of initial reac-
tant remaining (f) and the δ34S of the initial reactant. Note that
while this equation is often sufficient to describe simple batch
experiments (see Sections Experimental and Batch experiments),
our modeling approach outlined in Section Representation of
sulfur isotope fractionation kinetics. uses a more sophisticated
numerical treatment based on a modification of the Monod
rate law.
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δ34S = ε lnf + δ34Sinitial (2)

To date, field applications of isotopes to the souring problem
have largely been restricted to using sulfur isotopes to differen-
tiate between H2S formed from highly fractionating microbial
sulfate reduction and H2S from abiotic thermochemical sulfate
reduction (Aplin and Coleman, 1995; Poli et al., 2002; Cavallaro
et al., 2005; Martins and Marques, 2006). This is based on the
observation that thermochemical sulfate reduction often shows
an apparent zero fractionation between reservoir minerals and
H2S, thought to result from when the sulfate reduction itself is
kinetically faster than the release of sulfate to solution (Machel
et al., 1995). While this is undeniably useful in defining whether
or not interventions targeting microbial sulfate reduction will
be helpful, there is scope for greater use of isotopes in the con-
text of biosouring (Aplin and Coleman, 1995; Carrigan et al.,
1997; Hubert et al., 2009). We present the results of simple batch
experiments combined with reactive transport modeling to show
how sulfate isotopes can potentially be used as early indicators
of microbial souring, and to help distinguish between biotic and
abiotic processes affecting the concentrations of dissolved sul-
fate (Figure 1). Reservoir modeling is a key tool used by the oil
industry to understand and predict oil production, so integrating
isotopic and biological processes (as well as physical and chemical
processes) into reservoir models is essential to transitioning our
evolving understanding into a product of practical use by indus-
try. These model simulations represent a first order, simplified
investigation of a complex, multiphase system, so we also consider
how differences in reservoir thermal, geochemical, hydrological,
operational, and microbiological conditions may interact to affect
microbial souring dynamics and hence the anticipated isotopic
signatures.

MATERIALS AND METHODS
EXPERIMENTAL
In order to obtain isotope fractionation factors to use in our
model simulations, we performed two sets of simple batch experi-
ments. In the first set, microbial sulfate reduction was investigated
using crude oil as the carbon source. Approximately 25 mL of
water saturated San Francisco Bay sediment was added in dupli-
cate to 150 mL serum bottles as the microbial inoculum, along
with 50 mL of San Francisco Bay water as the sulfate source. The
bottles were N2-purged, crimp sealed, and 1 mL of crude oil was
added to each as the electron donor. The bottles were incubated at
30◦C and samples were taken periodically over a 125 day period.
Sulfate was analyzed by ion chromatography and dissolved sulfide
was analyzed spectrophotometrically using a version of the Cline
(1969) assay modified for use in a multiwell plate reader. For iso-
topic analyses, dissolved sulfide was first precipitated from filtered
samples by the addition of excess zinc acetate. The zinc sulfide
formed was then purified by rinsing with ammonium hydrox-
ide followed by three rinses of deionized water. After removing
the sulfide, the remaining liquid was refiltered and sulfate was
precipitated as barite (BaSO4) by acidifying the sample with
hydrochloric acid and adding excess barium chloride. The barite
formed was rinsed with deionized water. All samples were dried
prior to analysis. Isotope ratios were measured using a Eurovector

model 3028 elemental analyzer in helium continuous flow mode
interfaced with a GV Isoprime isotope ratio mass spectrometer.
The 1σ reproducibility for δ34S was ± 0.17�.

The second set of experiments was focused on barite pre-
cipitation. Sodium sulfate solutions (0.1 M) were acidified with
hydrochloric acid and titrated with 0.5 M barium chloride at
room temperature (∼22◦C) to precipitate different fractions of
the initial sulfate as barite. After precipitation, the solution was
filtered and the remaining sulfate was also precipitated as barite.
The samples were rinsed, dried, and analyzed for δ34S as described
previously.

MODELING
A reactive transport simulator, CrunchTope, was used to sys-
tematically elucidate the impacts of biotic processes and abi-
otic mechanisms (e.g., mineral precipitation and physical mix-
ing) on sulfate and sulfide concentrations and sulfate isotopes.
CrunchTope is an extension of CrunchFlow (Steefel and Maher,
2009), a multicomponent model that simulates biogeochemical
and transport processes (Li et al., 2010, 2011; Surasani et al.,
2013). CrunchTope extends the capabilities of CrunchFlow to
include explicit representation of the kinetics of the individ-
ual isotopoloques of the chemical species under investigation
(Druhan et al., 2012, 2013, 2014). This extension will be discussed
in more details in the following subsections.

Model setup and parameters
Simulations were conducted under 1D flow conditions to model
reactive transport processes between an injection well and a pro-
ducing well 150 m apart. The simulation domain consisted of 150
nodes, each with a resolution of 1 m. Porosity and permeability
were set at 0.2 and 1.0 × 10−10 m2 respectively. A constant pres-
sure gradient was maintained such that flow velocity was 0.288
m/day, a value within the range of flow velocities selected in pre-
vious oil reservoir modeling studies (Farhadinia et al., 2010). The
dispersion coefficient was set at 0.40 m, a value consistent with
previous reactive transport studies in well-studied near-surface
aquifers (Li et al., 2009; Druhan et al., 2012).

The initial concentrations of aqueous species matched that
of the FW found in sample #158 from Warren et al. (1994).
This sample was taken from the Brent sandstone reservoir in
the Oseberg Field of the northern province of the North Sea.
The carbon source in the simulation was represented simply
as acetate, which has been measured at concentrations up to
18 mM in North Sea FWs (Warren et al., 1994). In this study
we used a concentration of 10 mmol/kg H2O acetate in the FW.
For the IW, we assumed an operating scenario of PW reinjec-
tion (e.g., Haghshenas et al., 2012), where the IW was a mixture
of 75% seawater (SW) and 25% FW, i.e., IW = 0.75 SW +
0.25 FW. An additional source of nitrogen was introduced as
0.6 mmol/kg H2O ammonium bisulfite (NH4HSO4), which is a
common chemical used to scavenge oxygen from IWs in order to
minimize oxidative corrosion (Kelland, 2009). We have assumed
that all the bisulfide is transformed to sulfate by reaction with oxy-
gen and that the isotopic composition of this sulfate is the same
as seawater sulfate. For simplicity, the IW was kept constant in
each simulation i.e., not adjusted to reflect temporal changes in
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the PW. Detailed aqueous species concentrations in FW, SW, and
IW can be found in Table 1.

Representation of microbe-mediated reaction kinetics
Various methods have been developed to quantitatively describe
the relationship between microbial growth and energy released
during reduction-oxidation reactions. The conceptual approach
adopted in CrunchTope relates bacterial growth and energetics
by following the method in Rittmann and McCarty (2001). In
this framework, SRM (and represented as C5H7O2N) mediate the
reaction between an electron donor (acetate in this case) and an
electron acceptor (sulfate in this case) to derive energy for growth
and maintenance. A dual Monod equation is utilized to mathe-
matically represent the coupled microbial sulfate reduction and
acetate oxidation:

r = μ[SRM] [eDonor]
[eDonor] + KeDonor

[eAcceptor]
[eAcceptor] + KeAcceptor

(3)

where r (mol/kg H2O/day) is the growth rate of the SRM, μ

(mol/mol-C5H7O2N/day) is the maximum specific growth rate
and K (mol/kg H2O) is the half saturation (affinity constant) of
the electron donor/acceptor. The terminal electron accepting pro-
cess, sulfate reduction, consists of two components: catabolic and
anabolic. This means for each mole of electron donor/substrate
utilized, a portion, fs, is conserved by the SRM for cell synthe-
sis (anabolic) while the remaining fraction, fe, is used for energy
production (catabolic) (Rittmann and McCarty, 2001). For all
simulations in this study, we assume fs = 0.08 and fe = 0.92,

Table 1 | Aqueous species concentrations in formation water (FW),

seawater (SW), and injection water (IW).

Species Formation water Seawater Injection water

(FW) (SW) (IW)

(mmol/kg H2O) (mmol/kg H2O) (mmol/kg H2O)

pH 6.0 8.2 6.6

Na(I) 631 486 522

K(I) 7.3 10.6 9.8

Mg(II) 4.8 54.7 42.3

Ca(II) 23.2 10.7 13.8

Ba(II) 0/10 0 0

Fe(II) 0 0 0

NH4(I) 0 0 0.6

Cl(-I) 668/688 566 591

SO4(-II) 0 29.3 22.5

HCO3(-I) 15.1 1.8 5.1

Acetate 10 0 2.5

S(-II) 0 0 0

Chemical concentrations in FW and IW used as initial and amendment conditions

respectively in CrunchTope simulations. Barium and chloride concentrations in

FW were higher for the simulations examining barite precipitation (see text).

FW composition from Warren et al. (1994). SW composition from Millero

et al. (2008). IW = 0.75 SW + 0.25 FW + 0.6 mmol/kg_H2O NH4HSO3 (note

NH4HSO3 added as oxygen scavenger and assumed to oxidize to sulfate).

in agreement with previous reactive transport modeling stud-
ies that simulate SRM metabolism (Fang et al., 2009; Druhan
et al., 2012, 2014). Specifically, 8% of the electrons are utilized
for cell synthesis while the remaining 92% are used for energy
production. For each time step, the volume fraction of SRM is
updated as:

Bt+�t = Bt + rM�t (4)

where M is the molar volume of cells (m3cells/mole). In
CrunchTope, the SRM population is assumed to be dominantly
sessile. This assumption is consistent with literature observations
that microbial cells tend to form biofilms in natural subsur-
face environments (Rittmann and McCarty, 2001). The decay of
biomass is modeled with a first order decay model with a decay
constant of 0.00027/day following Druhan et al. (2012).

Representation of sulfur isotope fractionation kinetics
Druhan et al. (2012, 2014) extended the capabilities of
CrunchFlow to include explicit representations of the kinetics
of the individual isotopologues of sulfur, 32SO2−

4 and 34SO2−
4

(Druhan et al., 2012, 2014) through the modification of the
Monod rate law.

32r = 32μ [SRM]

[
32SO2−

4

]
[

32SO2−
4

]
+ 32Ks

(
1 +

[
34SO2−

4

]
34Ks

) (5)

34r = 34μ [SRM]

[
34SO2−

4

]
[

34SO2−
4

]
+ 34Ks

(
1 +

[
32SO2−

4

]
32Ks

) (6)

By assuming a common half saturation constant for both 32r
and 34r, Druhan et al. (2012) derived the following dual Monod
rate laws that also incorporate a dependency on electron donor
(acetate) concentration:

32r = 32μ [SRM]

[
32SO2−

4

]
[

SO2−
4

]
+ KSO4

S

[Ac]

[Ac] + KAc
S

(7)

34r = 34μ [SRM]

[
34SO2−

4

]
[

SO2−
4

]
+ KSO4

S

[Ac]

[Ac] + KAc
S

(8)

As a result, the fractionation factor (α) can be calculated as shown
below. Note that the fractionation factors α and ε are related
according to ε ≈ 1000.(α − 1).

α =
34μ

32μ
(9)
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Representation of mineral kinetics
Rates of mineral dissolution and precipitation are calculated
based on a rate law derived from the Transition State Theory
(TST) as postulated by Lasaga (1998).

r = Ak

(
1 − IAP

Keq

)
(10)

Where k is the reaction rate constant, IAP is the ion activity prod-
uct, Keq is the equilibrium constant of the reaction and A is the
reactive surface area of the mineral.

Model simulations
The following simulations were designed to address the pre-
viously posed science questions. Specifically, to systematically
demonstrate the impacts of iron minerals and barite precipita-
tion on the evolution of sulfate and sulfide concentrations in PW,
and to highlight how changes in the isotopic composition of PW
sulfate can be an early indicator of microbial souring.

Baseline. A baseline simulation was conducted to simulate the
spatio-temporal evolution of the chemical species from the start
of water injection to complete IW breakthrough. Microbial sul-
fate reduction was deactivated in the baseline simulation. The
goal of this simulation is to provide a reference for all other
simulations.

Impact of isotope fractionation factor. As discussed in the intro-
duction, microbial sulfate reduction is one of the most highly
fractionating processes known. The isotope fractionation fac-
tor (ε) in equation (2) can depend on a wide variety of factors
including the type of electron donor, electron donor/acceptor
concentrations, sulfate reduction rate, and the microbial pop-
ulation (Brüchert, 2004; Sim et al., 2011a). Understanding the
controls on the values of typical isotopic fractionation factors for
oil reservoirs is important for using isotopes as a quantitative tool
for microbial souring. In order to elucidate the impact of isotope
fractionation factor on δ34S-sulfate breakthrough, we conducted
simulations of microbial sulfate reduction with varying magni-
tudes of fractionation factor (i.e., ε = −10,−30,−50�). Note
that the −30� fractionation factor was taken from our batch
experiment results (see Section Batch experiments).

Impact of iron minerals. In order to better understand the
impacts of iron minerals on delaying the H2S breakthrough, we
conducted simulations of reservoir sulfate reduction with vary-
ing initial amounts of iron mineral (i.e., 0, 0.001, and 0.005%
volume fraction). For the purpose of this study we represented
the iron mineral phase as Fe(OH)3, with the reaction network
used in previous reactive transport studies (Fang et al., 2009; Li
et al., 2009, 2010; Druhan et al., 2012) and outlined in Table 2.
The reaction kinetics of reaction (iii) were half-order with respect
to sulfide concentration (Poulton et al., 2004; Dale et al., 2008),
and the surface area of the iron hydroxide (2.5 m2/g) was consis-
tent with hematite (Poulton et al., 2004). The logK of the reaction
was within the range of previously used values (Li et al., 2009;
Druhan et al., 2012).

Impact of barite precipitation.In order to better understand
the impacts of insoluble sulfate mineral precipitation on sul-
fate isotopes, we conducted simulations with 10 mmol/kg H2O
of barium in the FW with and without microbial sulfate reduc-
tion. This concentration is within the range published for the
North Sea (up to 18 mM; Warren et al., 1994). The barite sur-
face area (0.0107 m2/g) was taken from Christy and Putnis (1993)
and the precipitation kinetics are described by reaction (iv) in
Table 2 (Windt et al., 2008). The fractionation factors used for
barite precipitation (ε = +0.4�) and microbial sulfate reduc-
tion (ε = −30�) were taken from our batch experimental results
(Section Batch experiments).

Impact of physical mixing. In the previous simulations, the FW
contained no sulfate, allowing the examination of the effects of
microbial sulfate reduction and sulfate mineral precipitation on
the PW sulfate isotopes during water injection. However, con-
servative mixing between injection and FWs can also play an
important role when the FWs do contain appreciable dissolved
sulfate, with a different δ34S value to the IW. This can be modeled
within a reactive transport simulator (such as CrunchTope) but
is more clearly illustrated using a simple two-component mixing
relationship:

δ34SPW = (
x.SO4−IWδ34SIW

+ (1 − x).SO4−FWδ34SFW
)
/SO4−PW (11)

where x = fraction of IW in PW, FW = FW. To explore this
parameter space, we have varied the FW sulfate concentrations
and δ34S relative to the IW, assuming that the IW is seawater
(sulfate = 28 mM; δ34S = 21�).

RESULTS
BATCH EXPERIMENTS
Figure 2A shows the results of the microbial sulfate reduc-
tion experiment. Over 125 days, sulfate decreased from 24.6 to
4.4 mM, while dissolved sulfide increased to 6.1 mM. The lack
of mass balance in the dissolved sulfur species is likely due to
the reaction of sulfide with iron minerals in the bay mud to
form FeS(am) or elemental S, as illustrated through reactions
(ii) and (iii) in Table 2, as well as partitioning of some H2S
into the headspace of the serum bottle and into the oil phase.
Figure 2B highlights that the shift in δ34S values of the sulfate
and sulfide conforms to a simple Rayleigh fractionation model,
equation (2), with an isotopic fractionation factor (ε) of −29.8 ±
0.05� (±1σ). This is similar to the results of Brüchert (2004),
who reports fractionation factors of −27 and −36� for batch
experiments with decane and crude oil, respectively.

Figures 2C,D show that barite precipitation results in a much
smaller isotope fractionation effect than microbial sulfate reduc-
tion. A fractionation factor of +0.22 ± 0.03� (±1σ) can
be calculated from the whole dataset, although a fractionation
of +0.40 ± 0.08� (±1σ) provides a better fit to the data when
f > 0.2 (f = fraction of initial sulfate remaining). Note that pre-
cipitation results in a decrease in the δ34S of the residual sulfate
i.e., a shift in the opposite direction to microbial sulfate reduction.
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Table 2 | Reactions modeled and associated kinetic and thermodynamic parameters.

Microbe-mediated redox reactions µ (mol/mol- K SO4 K AC

C5H7O2N/day)
(mol/kg H2O)

(i) SO2−
4 + 1.082CH3CHOO− + 3.05NH+

4 → 0.033C5H7O2NSRB + 2.1H2O + 2CO2(aq) + H2S(aq) 6.85 5.0 × 10−3 1.0 × 10−4

Mineral dissolution and precipitation logk (mol/m2/s) logK eq

(ii) Fe2+ + H2S(aq) ↔ FeS(am) + H+ −7.0 3.5

(iii) Fe(OH)3(s) + 0.5H2S(aq) + 2.5H+ ↔ Fe2+ + 0.5S(s) + H2O + 2.0OH− −4.0 −19.6

(iv) Ba2+ + SO2−
4 ↔ BaSO4(s) −8.0 −9.97

(i) Dale et al., 2008; Fang et al., 2009; Li et al., 2009, 2010; Druhan et al., 2012, 2013.

(ii) Li et al., 2009, 2010; Druhan et al., 2012, 2013.

(iii) Li et al., 2009, 2010; Druhan et al., 2012.

(iv) Windt et al., 2008.

FIGURE 2 | Results of batch experiments. (A,B) Microbial sulfate reduction
experiments performed using San Francisco Bay water as the sulfate source,
Bay water/mud as the microbial inoculum and crude oil as the electron donor.
Error bars are 1σ of duplicates. (A) Time series. (B) Rayleigh fractionation.

(C,D) δ34S enrichment in precipitated barite. Error bars are typical 1σ

reproducibility of the analytical technique. Solid (red) lines correspond to
ε = +0.22�, dashed (blue) lines correspond to ε = +0.40�. f, fraction of
initial sulfate remaining.

MODEL SIMULATIONS
Impact of microbial sulfate reduction and isotope fractionation
factors
Figure 3A illustrates the breakthrough of sulfate in the model
simulations, with and without microbial sulfate reduction. In the
baseline simulation without sulfate reduction, sulfate essentially
acts as a conservative tracer of the water flood (compare with
Figure 3C) with the PW containing 1% of IW (0.225 mmol/kg
H2O sulfate) on day 384 (calculated by linear interpolation

between time-points), rising to 50% (11.25 mmol/kg H2O sul-
fate) on day 527 and exceeding 99% (>22.3 mmol/kg H2O
sulfate) on day 690. With microbial sulfate reduction, the sul-
fate breakthrough curve is delayed with respect to the baseline
simulation, reaching 11.25 mmol/kg H2O on day 551 with a max-
imum sulfate concentration of only 20.2 mmol/kg H2O. Acetate
concentrations in the PW are reduced by SRMs to values equiv-
alent to less than 1% of the FW (i.e., <0.1 mmol/kg H2O) by
day 510.
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FIGURE 3 | Breakthrough curves at production well for model

outputs. (A) Sulfate and acetate breakthrough with and without
microbial sulfate reduction. (B) δ34S-sulfate breakthrough with and with
microbial sulfate reduction (ε = −10, −30, −50�). Solid lines for
sulfate >1 mmol/kg H2O (dashed lines for sulfate >1 μmol/kg H2O). (C)

Sulfide breakthrough for different reactive iron mineral content shown
with fraction of injection water calculated from chloride data. (D) Sulfate

breakthrough for different FW Ba concentrations (0, 10 mmol/kg H2O)
with and without microbial sulfate reduction. (E) δ34S-sulfate
breakthrough with and without barite precipitation (ε = 0.4�) and
microbial sulfate reduction (ε = −30�). Solid lines for
sulfate >1 mmol/kg H2O (dashed lines for sulfate >1 μmol/kg H2O). (F)

Sulfide breakthrough shown with fraction of injection water calculated
from chloride data. SRM, Sulfate reducing microorganisms.

The effect of microbial sulfate reduction on the sulfate δ34S
value is shown in Figure 3B. The solid lines represent sulfate
concentrations above 1 mmol/kg H2O, at which isotope analy-
ses can be easily performed using the methods outlined earlier
in Section Experimental. Values of δ34S increase to their maxi-
mum on day 480 (PW contains 28% IW), with the exact value
depending on the isotopic fractionation factor (δ34S = 32.3,
55.9, 77.1� for ε = −10,−30,−50�, respectively). These max-
imum values correspond to the time when the greatest fraction of
initial sulfate was reduced (74%). In these simulations, this max-
imum was in the mixing front between the formation and IWs,
where the sulfate concentrations were diluted by the FW while
the acetate concentrations increased (Figure 3A). As sulfate con-
centrations increased and acetate concentrations decreased with
time, the δ34S values decreased toward a dynamic steady state rep-
resenting the consumption of all acetate in the IW, equivalent to
consuming ∼10% of the injected sulfate. Note that these values

(δ34S = 22.0, 24.2, 26.0� for ε = −10,−30,−50�, respec-
tively) are all analytically distinguishable from the IW value of
21.0�.

Impact of reservoir iron minerals
For the microbial sulfate reduction simulation with no reservoir
iron minerals, H2S concentrations increase above 0.01 mmol/kg
H2O on day 360, reaching a peak of 6.2 mmol/kg H2O on day
500 (PW contains 40% IW) before decreasing to 2.3 mmol/kg
H2O (Figure 3C). Note that the peak production of sulfide also
occurred in the mixing front between the formation and IWs.
With only 0.001% by volume reactive iron mineral phase, as
Fe(OH)3, sulfide did not exceed 0.01 mmol/kg H2O until day
710 (PW contains almost 100% IW) and rose to 2.3 mmol/kg
H2O. At the higher volume fraction of 0.005% Fe(OH)3, sulfide
did not exceed 0.01 mmol/kg H2O during the simulation. For all
these cases, it is important to bear in mind that the δ34S-sulfate
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signatures shown in Figure 3B will not be affected by the sulfide
removal.

Impact of barite precipitation
Figure 3D shows the effect of barite precipitation on the sul-
fate breakthrough curves with and without microbial sulfate
reduction. The sulfate breakthrough curve is delayed by barite
precipitation. In the simulation without barite precipitation or
microbial sulfate reduction, sulfate increased to 11.25 mmol/kg
H2O on day 527 (same as Figure 3A). In the simulation with
only barite precipitation, this concentration was reached on day
543, whereas in the simulation with only microbial sulfate reduc-
tion, this concentration was reached on day 551. Finally, in the
simulation with both barite precipitation and microbial sulfate
reduction, this sulfate concentration was reached on day 568.

Barite precipitation alone has very little effect on the sulfate
δ34S (Figure 3E), with a δ34S value of 20.9� on day 490 (when
sulfate = 0.9 mmol/kg H2O), i.e., close to the seawater sulfate
value of 21.0�. This means that when microbial sulfate reduc-
tion also occurred, the δ34S-sulfate signature was dominated by
the microbial sulfate reduction signature. However, the peak δ34S
for barite precipitation and microbial sulfate reduction (35.1�
on day 520) is lower than the peak for microbial sulfate reduction
alone (55.9� at day 480). Figure 3F illustrates that peak sulfide is
also lower (4.5 mmol/kg H2O) and delayed (day 540) in compar-
ison to microbial sulfate reduction without barite precipitation
(6.2 mmol/kg H2O on day 500).

Impact of physical mixing
Figure 4 highlights how mixing between injection and FWs can
affect the sulfate concentrations (Figure 4A) and δ34S-sulfate,
according to equation (11). Note that these results are for physical
mixing processes only. That is, there was no isotopic fractionation
induced by mineral precipitation or microbial sulfate reduction.
This approach allows us to explore the parameter space in a more
exhaustive and efficient manner than using a full reactive trans-
port simulator. For the scenario with a 10� difference between
injection and FW δ34S-sulfate (Figure 4B), the PW δ34S rapidly
became dominated by the IW composition during IW break-
through when the FW sulfate concentration is low relative to IW
(e.g., SO4−FW = 0.01.SO4−IW). However, it took a longer time to
approach the IW composition when FW sulfate was higher (com-
pare with SO4−FW = 0.5.SO4−IW, Figure 4B). Larger differences
between formation and IW δ34S-sulfate also increased the time
needed for PW δ34S to approach IW values (Figure 4C).

DISCUSSION
Our modeling results clearly show the potential of stable isotopes
as early indicators of microbial souring. The presence of low vol-
ume fractions of reactive iron mineral phases was sufficient to
delay the breakthrough of sulfide relative to an unambiguous
isotopic signature of microbial sulfate reduction shown by the
increase in the δ34S values of dissolved sulfate, when compared
with the IW value. The effect of microbial sulfate reduction on
δ34S dominates over the comparatively minor isotope fractiona-
tion associated with barite precipitation (Figures 2, 3E), although
physical mixing does need to be taken into account when FW

FIGURE 4 | Effect of physical mixing on breakthrough of injection

water. (A) Evolution of sulfate concentrations during injection water
breakthrough for different formation water compositions
(SO4−FW = z.SO4−IW, where SO4−IW = 28 mM and z = 0.01, 0.05, 0.1,
0.2, 0.5). (B) Evolution of δ34S-sulfate for compositions in (A) when
δ34SFW = δ34SIW − 10� and δ34SIW = 21�. (C) Evolution of δ34S-sulfate
for fixed FW composition (SO4−FW = 0.25.SO4−IW) when
δ34SFW = δ34SIW + y , where y = 20, 10, 0, −10, −20�.

sulfate concentrations are relatively high and/or there is a large
difference between formation and IW δ34S (Figure 4). It is also
worth considering further how differences in reservoir thermal,
geochemical, hydrological, operational and microbiological con-
ditions can interact to affect microbial souring dynamics and
hence the anticipated isotopic signatures.

One of the most notable results of the modeling is that the
largest shift in δ34S occurred in the mixing zone between FW
containing elevated electron donor and the IW containing high
sulfate (Figures 3A,B). These concentration gradients lead to a
scenario whereby a high fraction of the sulfate can be reduced
to sulfide, leading to a pronounced increase in the δ34S of the
residual sulfate. This is a very promising result from a monitoring

Frontiers in Microbiology | Microbial Physiology and Metabolism September 2014 | Volume 5 | Article 480 | 8

http://www.frontiersin.org/Microbial_Physiology_and_Metabolism
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism/archive


Hubbard et al. Isotopic insights into oil souring

perspective, suggesting that monitoring during the water flood
breakthrough may give the clearest results. However, it should
be noted that competition for sulfate between microbial sulfate
reducers and mineral scale formation (i.e., Ba/Ca/Sr sulfate pre-
cipitation) will affect this, as shown in Figures 3D–F. The relative
kinetics between the processes will be important here and may
vary according to temperature, chemistry and whether or not
scale inhibitors are being used; scale inhibiting chemicals will
decrease the nucleation and crystallization rates of mineral scales
(He et al., 1994; Shen et al., 2009).

Microbial sulfate reduction rates in the mixing zone will vary
depending on (i) concentration and nature of the available elec-
tron donors, (ii) thermal regime, (iii) population (number and
nature) of the sulfate reducers. Our modeling example is isother-
mal (25◦C) with a relatively high concentration of accessible
electron donor (VFAs represented as acetate), providing good
starting conditions for growth and metabolism of mesophilic
SRMs. However, in an oil reservoir with low concentrations of
VFAs, sulfate reduction rates may be slower and may be coupled
to the oxidation of more recalcitrant components such as BTEX
(e.g., toluene) and short chain aliphatic hydrocarbons (Bolliger
et al., 2001; Davidova et al., 2006; Agrawal et al., 2012). The
change in thermal regime caused by injecting cold seawater into
a relatively hot reservoir will result in an evolving spatial tem-
perature profile that will favor mesophiles, thermophiles, and
hyperthermophiles at different distances from the injector. The
resulting spatiotemporal profiles in sulfate reduction rate will
depend on the initial population and thermal optimum of the
indigenous oil reservoir microbial population, together with the
growth and establishment of any SRMs introduced by the water
injection itself. Ultimately, the souring development and δ34S sig-
nature will therefore depend on how the microbial dynamics of
the system interact with the geochemical and thermal gradients
imposed by water injection and mixing with any FW.

In our model we represented reservoir iron mineralogy as a
simple ferric hydroxide phase, Fe(OH)3, with kinetics and sur-
face area equivalent to hematite, a common cement in sandstones.
This system has been extensively studied (e.g., Poulton et al.,
2004) but the appropriate iron mineralogy (and hence kinetics)
in a specific oil reservoir may be very different and could instead
be comprised of carbonates (e.g., siderite, ankerite, or ferroan cal-
cites) or aluminosilicates (e.g., iron bearing clays). Only 0.001%
volume fraction of Fe(OH)3 was needed in our simulations to
delay the sulfide breakthrough by approximately 1 year. However,
this assumes that the whole mineral surface area is available for
reaction with sulfide. This may not be the case if a significant
fraction of the mineral is present as a cement between grains
rather than being exposed to solution. The formation of FeS
by reaction with sulfide could further reduce available reactive
mineral surface by armoring the reactive mineral phase. Finally,
preferential flow pathways, especially dual porosity regimes with
extensive fracture networks, may limit both the effective mineral
surface area available for reaction with sulfide and the contact
time. A good understanding of both reservoir mineralogy and
flow processes is clearly essential and a combination of batch
and flow-through experiments (core floods) will help to constrain
appropriate kinetics for modeling and data interpretation.

The results of simple mass balance calculations shown in
Figure 4 highlight the importance of conducting baseline surveys
to derive the maximum benefit of using stable isotopes as early
indicators of microbial souring. To put these results in context,
an analysis of 194 FW samples from the North Sea (Warren et al.,
1994) shows that 49% of these waters had sulfate concentrations
equivalent to less than 1% of seawater sulfate. For these waters,
physical mixing is expected to play a minor role in determining
PW δ34S values when compared with the effect of microbial sul-
fate reduction (assuming seawater is used as the IW). For FWs
with higher sulfate relative to the IW, getting baseline δ34S data
is of greater importance. In the dataset of Warren et al. (1994),
approximately 68% of FWs had sulfate concentrations below 10%
of seawater and 94% were below 50% of seawater. Note that stable
isotopes of water (i.e., δ2H and δ18O) have been used successfully
as tracers of IW when there are significant differences between
injection and FWs (Carrigan et al., 1997; Ahmad et al., 2003)
and can therefore be used in conjunction with sulfate isotopes
and aqueous concentration data to better constrain the dynam-
ics of water flooding and microbial souring (Carrigan et al., 1997;
Huseby et al., 2005). This will enable mixing-induced shifts in
δ34S (Figure 4) to be differentiated from the impact of microbial
sulfate reduction (Figure 2). Some reservoirs may also have base-
line values of naturally occurring concentrations of sulfide before
water injection has even been started (e.g., Aplin and Coleman,
1995). For these reservoirs, monitoring sulfide concentrations
and δ34S can potentially be used with sulfate and other aque-
ous chemistry data to help differentiate between shifts in sulfide
concentration due to changing water/gas/oil ratios during pro-
duction and due to microbial sulfate reduction of the IW (Aplin
and Coleman, 1995).

To maximize the usefulness of sulfate isotopes as early indi-
cators of souring, it is important to constrain the values of the
isotope fractionation factors (ε) involved. This will help quantify
the fraction of sulfate that is being reduced to sulfide and thereby
improve predictions of sulfide breakthrough when used in con-
junction with reservoir flow models. Figure 3B shows the sen-
sitivity of our simulations to changes in the sulfur fractionation
factor for microbial sulfate reduction. Based on our experimental
results in Figure 2, we suggest using an isotopic fractionation fac-
tor of −30� as an initial value for modeling. This is not only
similar to previous batch experiments with decane and crude
oil (Brüchert, 2004), but it is also within the range of values
for batch experiments summarized in Brüchert (2004) and Sim
et al. (2011a) for toluene (ε = −18 to −47�), butyrate (ε =
−16 to −36�), and acetate (ε = −5 to −32�), all of which
have been considered as potential electron donors for microbial
souring (Grigoryan et al., 2008; Agrawal et al., 2012). Studies
on pure cultures have shown that a decrease in the cell specific
sulfate reduction rate (cSRR) can increase the fractionation fac-
tor. Sim et al. (2011a,b) showed how a single organism isolated
from marine coastal sediments (Desulfovibrio sp. strain DMSS-1)
could utilize a range of electron donors at cSRRs spanning two
orders of magnitude and sulfur isotope fractionation factors vary-
ing from −6 to −66�, while Leavitt et al. (2013) demonstrated
how varying the delivery rate of a single electron donor (lac-
tate) for a single organism (Desulfovibrio vulgaris Hildenborough)
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caused a ∼50-fold change in sulfate reduction rate and resulted in
fractionation factors varying from −11 to −55�. Temperature
variations can also lead to changes in sulfur isotope fraction-
ation. Mitchell et al. (2009) showed a general decrease in the
magnitude of ε from −27 to −0.5� as temperature increased for
two strains of Archaeoglobus fulgidus, a hyperthermophilic sulfate
reducer that has also been isolated from hot oil field production
waters in the North Sea (Beeder et al., 1994). This corresponded to
an inverse relationship between cSRR and ε, although they com-
piled other literature results to note that these trends were not
the same in other sulfate reducers. Further work is still needed to
investigate how these observed trends of ε with electron donor,
temperature and cSRR apply to different oil reservoir commu-
nities before they can be incorporated into robust predictive
models.

So far we have considered a relatively simple network of sulfur
cycling. However, the introduction of chemical treatments aimed
at preventing souring may, in fact, stimulate a more complex
and dynamic sulfur cycle, as illustrated in Figure 5. Nitrate (and
nitrite) have been shown to limit sulfidogenesis by multiple mech-
anism including biocompetitive exclusion of sulfate reducers (by
stimulating the thermodynamically preferable process of nitrate
reduction), direct inhibition of sulfate reduction by nitrite, and
sulfide reoxidation to sulfate by nitrate-reducing sulfide-oxidizers
(Jenneman et al., 1986; Nemati et al., 2001; Haghshenas et al.,
2012). In comparison, (per)chlorate has more recently been sug-
gested as a souring inhibitor and appears to work by direct inhi-
bition of sulfate reduction and also by stimulating dissimilatory
perchlorate reducing bacteria (DPRB) that can oxidize sulfide to
elemental sulfur (Ullrich and Huber, 2001; Engelbrektson et al.,
2014; Gregoire et al., 2014). The production of sulfur species
with intermediate oxidation states (e.g., elemental sulfur or poly-
thionates) leads to the possibility of sulfur disproportionation
reactions, although this may depend on whether the oil reservoir
has a community with this metabolic capability. Sulfide oxida-
tion to elemental sulfur or to sulfate often leads to small isotope
fractionation effects (Toran and Harris, 1989; Hubert et al., 2009;

FIGURE 5 | Potential processes of sulfur cycling and isotope

fractionation in oil reservoirs. Red text and arrows highlight potential
additional sulfur cycling due to souring treatments (e.g., nitrate).

Brabec et al., 2012) whereas disproportionation can result in more
significant fractionations (Cypionka et al., 1998; Böttcher et al.,
2005). Column studies by Hubert et al. (2009) and Engelbrektson
et al. (2014) suggested that nitrate/nitrite treatment can partially
mask the effect of sulfate reduction on the sulfate δ34S signature,
due to reoxidation of isotopically light sulfide accompanied by
only a small isotope fractionation. By contrast, oxidation of sul-
fide to elemental sulfur by DPRB will not affect the sulfate δ34S
(Engelbrektson et al., 2014), although Liebensteiner et al. (2013)
have suggested that a mixed biotic/abiotic pathway by the hyper-
thermophile Archaeoglobus fulgidus, may reoxidize sulfide back to
sulfate.

Oxygen isotopes of sulfate provide an additional tool that can
be used to investigate both sulfate reduction and the oxidation
of reduced sulfur species back to sulfoxyanion species (Böttcher
et al., 2005; Hubbard et al., 2009; Brunner et al., 2012). δ18O sig-
natures do not follow a Rayleigh fractionation model but rather
appear to be dominated by the rapid equilibration of oxygen in
the sulfite intermediate species with water-oxygen (Mangalo et al.,
2007; Brunner et al., 2012; Müller et al., 2013). As such, this gives
us a measurement that is complementary to sulfur isotopes and
has the potential for teasing out additional information about
dynamic sulfur cycling in oil reservoirs (Hubert et al., 2009).

Overall we have shown the potential for greater use of iso-
topes in monitoring oil reservoir sulfur cycling. To increase the
accuracy of isotope predictions and their use as early indicators
of microbial souring, we need to integrate this modeling capa-
bility with the type of multiphase reservoir flow models that are
used in the oil industry (Coombe et al., 2010; Haghshenas et al.,
2012). Further work is also needed to constrain the magnitude
of isotope fractionations associated with oil reservoir microbial
communities across different temperatures, with varying relevant
electron donors, and with the more complex sulfur cycling that
could be promoted by treatment chemicals. The ultimate test
of this technique will be in applying it to monitoring oil reser-
voirs undergoing water flood with sulfate-bearing IWs. However,
our initial results certainly suggest that further application and
development of these isotopic tools will be a worthwhile endeavor.

ACKNOWLEDGMENTS
This work was funded by the Energy Biosciences Institute. We
would like to thank Wenbo Yang for conducting the isotope anal-
yses, and the reviewers and editor for helping to improve the
manuscript.

REFERENCES
Aeckersberg, F., Bak, F., and Widdel, F. (1991). Anaerobic oxidation of satu-

rated hydrocarbons to CO2 by a new type of sulfate-reducing bacterium. Arch.
Microbiol. 156, 5–14. doi: 10.1007/BF00418180

Toluene depletion in produced oil contributes to souring control in a field sub-
jected to nitrate injection. Environ. Sci. Technol. 46, 1285–1292. doi: 10.1021/
es203748b

Ahmad, M., Tasneem, M. A., Rafiq, M., Khan, I. H., Farooq, M., and Sajjad, M.
I. (2003). Interwell tracing by environmental isotopes at Fimkassar Oilfield,
Pakistan. Appl. Radiat. Isot. 58, 611–619. doi: 10.1016/S0969-8043(03)00059-9

Aplin, A. C., and Coleman, M. L. (1995). Sour gas and water chemistry of the
Bridport Sands reservoir, Wytch Farm, UK. Geol. Soc. Spec. Publ. 86, 303–314.
doi: 10.1144/GSL.SP.1995.086.01.17

Frontiers in Microbiology | Microbial Physiology and Metabolism September 2014 | Volume 5 | Article 480 | 10

Agrawal, A., Park, H. S., Nathoo, S., Gieg, L. M., Jack, T. R., Miner, K., et al. (2012).

http://www.frontiersin.org/Microbial_Physiology_and_Metabolism
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism/archive


Hubbard et al. Isotopic insights into oil souring

Beeder, J., Nilsen, R. K., Rosnes, J. T., Torsvik, T., and Lien, T. (1994). Archaeoglobus
fulgidus isolated from hot North Sea oil field water. Appl. Environ. Microbiol. 60,
1227–1231.

Bolliger, C., Schroth, M. H., Bernasconi, S. M., Kleikemper, J., and Zeyer, J. (2001).
Sulfur isotope fractionation during microbial sulfate reduction by toluene-
degrading bacteria. Geochim. Cosmochim. Acta 19, 3289–3298. doi: 10.1016/
S0016-7037(01)00671-8

Böttcher, M. E., Thamdrup, B., Gehre, M., and Theune, A. (2005). 34S/32S and
18O/16O fractionation during sulfur disproportionation by Desulfobulbus pro-
pionicus. Geomicrobiol. J. 22, 219–226. doi: 10.1080/01490450590947751

Brabec, M. Y., Lyons, T. W., and Mandernack, K. W. (2012). Oxygen and sul-
fur isotope fractionation during sulfide oxidation by anoxygenic phototrophic
bacteria. Geochim. Cosmochim. Acta 83, 234–251. doi: 10.1016/j.gca.2011.12.008

Brüchert, V. (2004). “Physiological and ecological aspects of sulfur isotope fraction-
ation during bacterial sulfate reduction,” in Sulfur Biogeochemistry – Past and
Present; Geological Society of America Special Paper 379, eds J. P. Amend, K. J.
Edwards, and T. W. Lysons (Boulder, CO), 1–16. doi: 10.1130/0-8137-2379-5.1

Brunner, B., and Bernasconi, S. M. (2005). A revised isotope fractionation
model for dissimilatory sulfate reduction in sulfate reducing bacteria. Geochim.
Cosmochim. Acta 69, 4759–4771. doi: 10.1016/j.gca.2005.04.015

Brunner, B., Bernasconi, S. M., Kleikemper, J., and Schroth, M. H. (2005). A model
for oxygen and sulfur isotope fractionation in sulfate during bacterial sulfate
reduction processes. Geochim. Cosmochim. Acta 69, 4773–4785. doi: 10.1016/j.
gca.2005.04.17

Brunner, B., Einsiedl, F., Arnold, G. L., Müller, I., Templer, S., and Bernasconi, S. M.
(2012). The reversibility of dissimilatory sulphate reduction and the cell internal
multi-step reduction of sulphite to sulphide: insights from the oxygen isotope
composition of sulphate. Isotopes Environ. Health Stud. 48, 33–54. doi: 10.1080/
10256016.2011.608128

Carrigan, W. J., Nasr-El-Din, H. A., Al-Sharidi, S. H., and Clark, I. D. (1997).
“Geochemical characterization of injected and produced water from Paleozoic
oil reservoirs in central Saudi Arabia,” in International Symposium on Oilfield
Chemistry (Houston, TX).

Cavallaro, A. N., Gracia Martinez, M. E., Ostera, H., Panarello, H., and Cordero,
R. R. (2005). “Oilfield reservoir souring during waterflooding: a case study
with low sulphate concentration in formation and injection waters,” in SPE
International Symposium on Oilfield Chemistry (The Woodlands, TX). doi:
10.2118/92959-MS

Christy, A., and Putnis, A. (1993). The kinetics of barite dissolution and precipi-
tation in water and sodium chloride brines at 44-85◦C. Geochim. Cosmochim.
Acta 57, 2161–2168. doi: 10.1016/0016-7037(93)90557-D

Cline, J. D. (1969). Spectrophotometric determination of hydrogen sulfide in
natural waters. Limnol. Oceanogr. 14, 454–458. doi: 10.4319/lo.1969.14.3.0454

Coombe, D., Jack, T., Voordouw, G., Zhang, F., Clay, B., and Miner, K. (2010).
Simulation of bacterial souring control in an Albertan heavy oil reservoir. J. Can.
Petrol. Technol. 49, 19–26. doi: 10.2118/137046-PA

Cypionka, H., Smock, A. M., and Böttcher, M. (1998). A combined pathway
of sulfur compound disproportionation in Desulfovibrio desulfuricans. FEMS
Microbiol. Lett. 166, 181–186. doi: 10.1111/j.1574-6968.1998.tb13888.x

Dale, A. W., Regnier, P., Knab, N. J., Jørgensen, B. B., and Van Cappellen, P.
(2008). Anaerobic oxidation of methane (AOM) in marine sediments from the
Skagerrak (Denmark): II. Reaction – transport modeling. Geochim. Cosmochim.
Acta 72, 2880–2894. doi: 10.1016/j.gca.2007.11.039

Davidova, I. A., Duncan, K. E., Choi, O. K., and Suflita, J. M. (2006). Desulfoglaeba
alkanexedens gen. nov., sp. nov., an n-alkane-degrading, sulfate reducing bac-
terium. Int. J. Syst. Evol. Microbiol. 56, 2737–2742. doi: 10.1099/ijs.0.64398-0

Druhan, J. L., Steefel, C. I., Conrad, M. E., and DePaolo, D. J. (2014). A large col-
umn analog experiment of stable isotope variations during reactive transport:
I. A comprehensive model of sulfur cycling and δ34S fractionation. Geochim.
Cosmochim. Acta 124, 366–393. doi: 10.1016/j.gca.2013.08.037

Druhan, J. L., Steefel, C. I., Molins, S., Williams, K. H., Conrad, M. E., and
DePaolo, D. J. (2012). Timing the onset of sulfate reduction over multiple sub-
surface acetate amendments by measurement and modeling of sulfur isotope
fractionation. Environ. Sci. Technol. 46, 8895–8902. doi: 10.1021/es302016p

Druhan, J. L., Steefel, C. I., Williams, K. H., and DePaolo, D. J. (2013). Calcium iso-
tope fractionation in groundwater: molecular scale processes influencing field
scale behavior. Geochim. Cosmochim. Acta 119, 93–116. doi: 10.1016/j.gca.2013.
05.022

Eden, B., Laycock, P. J., and Fielder, M. (1993). Oilfield Reservoir Souring. Sudbury:
HSE Books.

Engelbrektson, A., Hubbard, C. G., Piceno, Y., Boussina, A., Jin, Y. T., Wong,
H., et al. (2014). Inhibition of microbial sulfate reduction in a flow-through
column system by (per)chlorate treatment. Front. Microbiol. 5:315. doi:
10.3389/fmicb.2014.00315

Fang, Y. L., Yabusaki, S. B., Morrison, S. J., Amonette, J. P., and Long, P. E. (2009).
Multicomponent reactive transport modeling of uranium bioremediation field
experiments. Geochim. Cosmochim. Acta 73, 6029–6051. doi: 10.1016/j.gca.2009.
07.019

Farhadinia, M. A., Bryant, S. L., Sepehroori, K., and Delshad, M. (2010).
Application of a 3D reservoir simulator with biodegradation capability to eval-
uate reservoir souring predictive models. Petrol. Sci. Technol. 28:4, 382–392. doi:
10.1080/10916460903070561

Gieg, L., Jack, T., and Foght, J. (2011). Biological souring and mitigation in oil
reservoirs. Appl. Microbiol. Biotechnol. 92, 263–282. doi: 10.1007/s00253-011-
3542-6

Gregoire, P., Engelbrektson, A., Hubbard, C. G., Metlagel, Z., Csencsits, R., Auer,
M., et al. (2014). Control of sulfidogenesis through bio-oxidation of H2S
coupled to (per)chlorate reduction. Environ. Microbiol. Rep. doi: 10.1111/1758-
2229.12156. [Epub ahead of print].

Grigoryan, A. A., Cornish, S. L., Buziak, B., Lin, S., Cavallaro, A., Arensdorf, J. J.,
et al. (2008). Competitive oxidation of volatile fatty acids by sulfate- and nitrate-
reducing bacteria from an oil field in Argentina. Appl. Environ. Microbiol. 74,
4324–4335. doi: 10.1128/AEM.00419-08

Haghshenas, M., Sepehmoori, K., Bryant, S., and Farhadinia, M. A. (2012).
“Modeling and simulation of nitrate injection for reservoir souring remedia-
tion,” in Paper 7SPE 141590, SPE International Symposium on Oilfield Chemistry
(The Woodlands, TX) 817–827.

He, S., Oddo, J. E., and Tomson, M. B. (1994). The inhibition of gypsum and barite
nucleation in NaCl brines at temperatures from 25 to 90◦C. Appl. Geochem. 9,
561–567. doi: 10.1016/0883-2927(94)90018-3

Hubbard, C. G., Black, S., and Coleman, M. L. (2009). Aqueous geochemistry and
oxygen isotope compositions of acid mine drainage from the Río Tinto, SW
Spain, highlight inconsistencies in current models. Chem. Geol. 265, 321–334.
doi: 10.1016/j.chemgeo.2009.04.009

Hubert, C., Voordouw, G., and Mayer, B. (2009). Elucidating microbial processes
in nitrate- and sulfate-reducing systems using sulfur and oxygen isotope ratios:
the example of oil reservoir souring control. Geochim. Cosmochim. Acta 73,
3864–3879. doi: 10.1016/j.gca.2009.03.025

Huseby, O., Chatzichristos, C., Sagen, J., Muller, J., Kleven, R., Bennet, B., et al.
(2005). Use of natural geochemical tracers to improve reservoir simulation
models. J. Petrol. Sci. Eng. 48, 241–253. doi: 10.1016/j.petrol.2005.06.002

Jenneman, G. E., McInerney, M. J., and Knapp, R. M. (1986). Effect of nitrate on
biogenic sulfide production. Appl. Environ. Microbiol. 51, 1205–1211.

Kaplan, I. R., and Rittenberg, S. C. (1964). Microbiological fractionation of sulphur
isotopes. J. Gen. Microbiol. 34, 195–212. doi: 10.1099/00221287-34-2-195

Kelland, M. A. (2009). Production chemicals for the oil and gas industry. Boca Raton,
FL: CRC Press. doi: 10.1201/9781420092974

Lasaga, A. C. (1998). Kinetic Theory in the Earth Sciences. Princeton, NJ: Princeton
University Press.

Leavitt, W. D., Halevy, I., Bradley, A. S., and Johnston, D. T. (2013). Influence of sul-
fate reduction rates on the Phanerozoic sulfur isotope record. Proc. Natl. Acad.
Sci. U.S.A. 110, 11244–11249. doi: 10.1073/pnas.1218874110

Li, L., Gawande, N., Kowalsky, M. B., Steefel, C. I., and Hubbard, S. S. (2011).
Physicochemical heterogeneity controls on uranium bioreduction rates at the
field scale. Environ. Sci. Technol. 45, 9959–9966. doi: 10.1021/es201111y

Li, L., Steefel, C. I., Kowalsky, M. B., Englert, A., and Hubbard, S. S. (2010). Effects
of physical and geochemical heterogeneities on mineral transformation and
biomass accumulation during biostimulation experiments at Rifle, Colorado.
J. Contam. Hydrol. 112, 45–63. doi: 10.1016/j.jconhyd.2009.10.006

Li, L., Steefel, C. I., Williams, K. H., Wilkins, M. J., and Hubbard, S. S. (2009).
Mineral transformation and biomass accumulation associated with uranium
bio-remediation at Rifle, Colorado. Environ. Sci. Technol. 43, 5429–5435. doi:
10.1021/es900016v

Liebensteiner, M. G., Pinkse, M. W. H., Schaap, P. J., Stams, A. J. M., and Lomans,
B. P. (2013). Archaeal (per)chlorate reduction at high temperature: an interplay
of biotic and abiotic reactions. Science 340, 85–87. doi: 10.1126/science.1233957

www.frontiersin.org September 2014 | Volume 5 | Article 480 | 11

http://www.frontiersin.org
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism/archive


Hubbard et al. Isotopic insights into oil souring

Machel, H. G., Krouse, H. R., and Sassen, R. (1995). Products and distinguishing
criteria of bacterial and thermochemical sulfate reduction. Appl. Geochem. 10,
373–389. doi: 10.1016/0883-2927(95)00008-8

Mangalo, M., Meckenstock, R. U., Stichler, W., and Einsiedl, F. (2007). Stable
isotope fractionation during bacterial sulfate reduction is controlled by
reoxidation of intermediates. Geochim. Cosmochim. Acta 71, 4161–4171. doi:
10.1016/j.gca.2007.06.058

Martins, M. O., and Marques, L. C. C. (2006). “Assessment of oilfield souring
mechanisms by mass spectrometry analysis of the stable sulfur isotopes ratio,”
in First International Oil Conference and Exhibition in Mexico (Cancun). doi:
10.2118/104016-MS

Merdhah, A. B. B., and Yassin, A. A. M. (2007). Barium sulfate scale formation in
oil reservoir during injection at high-barium formation water. J. Appl. Sci. 7,
2393–2403. doi: 10.3923/jas.2007.2393.2403

Millero, F. J., Feistel, R., Wright, D. G., and McDougall, T. J. (2008). The compo-
sition of Standard Seawater and the definition of the Reference-Composition
Salinity Scale. Deep Sea Res. I 55, 50–72. doi: 10.1016/j.dsr.2007.10.001

Mitchell, K., Heyer, A., Canfield, D. E., Hoek, J., and Habicht, K. S. (2009).
Temperature effect on the sulfur isotope fractionation during sulfate reduc-
tion by two strains of the hyperthermophilic Archaeoglobus fulgidus. Environ.
Microbiol. 11, 2998–3006. doi: 10.1111/j.1462-2920.2009.02002.x

Moghadasi, J., Müller-Steinhagen, H., Jamialahmadi, M., and Sharif, A. (2006).
Prediction of scale formation problems in oil reservoirs and production equip-
ment due to injection of incompatible waters. Dev. Chem. Eng. Mineral Process.
14, 545–566. doi: 10.1002/apj.5500140319

Müller, I. A., Brunner, B., Breuer, C., Coleman, M., and Bach, W. (2013). The
oxygen isotope equilibrium fractionation between sulfite species and water.
Geochim. Cosmochim. Acta 120, 562–581. doi: 10.1016/j.gca.2013.06.037

Nemati, M., Jenneman, G. E., and Voordouw, G. (2001). Mechanistic study of
microbial control of hydrogen sulfide production in oil reservoirs. Biotechnol.
Bioeng. 74, 424–434. doi: 10.1002/bit.1133

Poli, M., Galliano, G., Alvarez, J. J., Ostera, H., Panarello, H., and Cordero, R.
(2002). “A non-conventional study for determination of HS in production gas,”
in Canadian International Petroleum Conference (Calgary, AB).

Poulton, S. W., Krom, M. D., and Raiswell, R. (2004). A revised scheme for the
reactivity of iron (oxyhydr)oxide minerals towards dissolved sulfide. Geochim.
Cosmochim. Acta, 68, 3703–3715. doi: 10.1016/j.gca.2004.03.012

Rittmann, B. E., and McCarty, P. L. (2001). Environmental biotechnology: princi-
ples and applications. New York, NY: McGraw-Hill. 754

Shen, D., Fu, G., Al-Saiari, H., Kan, A., and Tomson, M. B. (2009). Barite dissolu-
tion/precipitation kinetics in porous media and in the presence and absence of
a common scale inhibitor. SPE J. 14, 462–471. doi: 10.2118/114062-PA

Sim, M. S., Bosak, T., and Ono, S. (2011b). Large sulfur isotope fractionation
does not require disproportionation. Science 333, 74–77. doi: 10.1126/sci-
ence.1205103

Sim, M. S., Ono, S., Donovan, K., Templer, S. P., and Bosak, T. (2011a). Effect of
electron donors on the fractionation of sulfur isotopes by a marine Desulfovibrio
sp. Geochim. Cosmochim. Acta 75, 4244–4259. doi: 10.1016/j.gca.2011.05.021

Steefel, C. I., and Maher, K. (2009). Fluid-rock interaction: a reactive transport
approach. Rev. Mineral. Geochem. 70, 485–532. doi: 10.2138/rmg.2009.70.11

Surasani, V. K., Li, L., Ajo-Franklin, J. B., Hubbard, C., Hubbard, S. S., and Wu, Y.
(2013). Bioclogging and permeability alteration by L. mesenteroides in a sand-
stone reservoir: a reactive transport modeling study. Energy Fuels 27, 6538–6551.
doi: 10.1021/ef401446f

Toran, L., and Harris, R. F. (1989). Interpretation of sulfur and oxygen isotopes
in biological and abiological sulfide oxidation. Geochim. Cosmochim. Acta 53,
2341–2348. doi: 10.1016/0016-7037(89)90356-6

Ullrich, T. C., and Huber, R. (2001). The complex structures of ATP sulfury-
lase with thiosulfate, ADP and chlorate reveal new insights in inhibitory
effects and the catalytic cycle. J. Mol. Biol. 313, 1117–1125. doi: 10.1006/jmbi.
2001.5098

Warren, E. A., Smalley, P. G., and Howarth, R. J. (1994). Part 4: compositional
variations of North Sea formation waters. Geol. Soc. Lond. Mem. 15, 119–208.

Widdel, F., and Bak, F. (1992). “The dissimilatory sulfate- and sulfur-reducing bac-
teria,” in The Prokaryotes: a Handbook on the Biology of Bacteria: Ecophysiology,
Isolation, Identification, Applications, Vol. 1, 2nd Edn., eds A. Balows, H. G.
Trüper, M. Dworkin, W. Harder, and K.-H. Schleifer (NewYork, NY: Springer-
Verlag), 583–624.

Windt, L. D., Marsal, F., Tinseau, E., and Pellegrini, D. (2008). Reactive transport
modeling of geochemical interactions at a concrete/argillite interface, Touremire
site (France). Phys. Chem. Earth 33, S295–S305. doi: 10.1016/j.pce.2008.
10.035

Youssef, N., Elshahed, M. S., and McInerney, M. J. (2009). Microbial processes
in oil fields: culprits, problems, and opportunities. Adv. Appl. Microbiol. 66,
141–251. doi: 10.1016/S0065-2164(08)00806-X

Conflict of Interest Statement: The Associate Editor Dr. Youngblut declares that
despite being affiliated to the same institution as the author(s) Dr. Coates, the
review process was handled objectively and no conflict of interest exists. The
authors declare that the research was conducted in the absence of any commercial
or financial relationships that could be construed as a potential conflict of interest.

Received: 19 April 2014; accepted: 26 August 2014; published online: 19 September
2014.
Citation: Hubbard CG, Cheng Y, Engelbrekston A, Druhan JL, Li L, Ajo-Franklin JB,
Coates JD and Conrad ME (2014) Isotopic insights into microbial sulfur cycling in oil
reservoirs. Front. Microbiol. 5:480. doi: 10.3389/fmicb.2014.00480
This article was submitted to Microbial Physiology and Metabolism, a section of the
journal Frontiers in Microbiology.
Copyright © 2014 Hubbard, Cheng, Engelbrekston, Druhan, Li, Ajo-Franklin, Coates
and Conrad. This is an open-access article distributed under the terms of the Creative
Commons Attribution License (CC BY). The use, distribution or reproduction in other
forums is permitted, provided the original author(s) or licensor are credited and that
the original publication in this journal is cited, in accordance with accepted academic
practice. No use, distribution or reproduction is permitted which does not comply with
these terms.

Frontiers in Microbiology | Microbial Physiology and Metabolism September 2014 | Volume 5 | Article 480 | 12

http://dx.doi.org/10.3389/fmicb.2014.00480
http://dx.doi.org/10.3389/fmicb.2014.00480
http://dx.doi.org/10.3389/fmicb.2014.00480
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism
http://www.frontiersin.org/Microbial_Physiology_and_Metabolism/archive

	Isotopic insights into microbial sulfur cycling in oil reservoirs
	Introduction
	Materials and Methods
	Experimental
	Modeling
	Model setup and parameters
	Representation of microbe-mediated reaction kinetics
	Representation of sulfur isotope fractionation kinetics
	Representation of mineral kinetics
	Model simulations
	Baseline
	Impact of isotope fractionation factor
	Impact of iron minerals
	Impact of barite precipitation
	Impact of physical mixing



	Results
	Batch Experiments
	Model Simulations
	Impact of microbial sulfate reduction and isotope fractionation factors
	Impact of reservoir iron minerals
	Impact of barite precipitation
	Impact of physical mixing


	Discussion
	Acknowledgments
	References




