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Author Correction: Improved reference genome for
the domestic horse increases assembly contiguity
and composition
Theodore S. Kalbfleisch 1, Edward S. Rice2, Michael S. DePriest Jr.1, Brian P. Walenz3, Matthew S. Hestand4,

Joris R. Vermeesch4, Brendan L. O’Connell2,16, Ian T. Fiddes2,5, Alisa O. Vershinina6, Nedda F. Saremi2,

Jessica L. Petersen7, Carrie J. Finno8, Rebecca R. Bellone8,9, Molly E. McCue10, Samantha A. Brooks11,

Ernest Bailey12, Ludovic Orlando13,14, Richard E. Green2, Donald C. Miller15, Douglas F. Antczak15 &

James N. MacLeod 12

Correction to: Communications Biology https://doi.org/10.1038/s42003-018-0199-z, published online 16 November 2018.

In the original version of the article, the following funding information was incorrectly omitted from the Acknowledgements: “This
project has received funding from the European Research Council (ERC) under the European Union’s Horizon 2020 research and
innovation programme (grant agreement No. 681605 - PEGASUS).” The error has been corrected in the HTML and PDF versions of
the article.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which permits use, sharing, adaptation, distribution and
reproduction in any medium or format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Creative Commons license,

and indicate if changes were made. The images or other third party material in this article are included in the article’s Creative Commons license, unless indicated otherwise in a credit
line to the material. If material is not included in the article’s Creative Commons license and your intended use is not permitted by statutory regulation or exceeds the permitted use,
you will need to obtain permission directly from the copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
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