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ARTICLE

A drug-inducible sex-separation technique
for insects
Nikolay P. Kandul1, Junru Liu1, Alexander D. Hsu 2, Bruce A. Hay2 & Omar S. Akbari 1,2,3✉

Here, we describe a drug-inducible genetic system for insect sex-separation that demon-

strates proof-of-principle for positive sex selection in D. melanogaster. The system exploits the

toxicity of commonly used broad-spectrum antibiotics geneticin and puromycin to kill

the non-rescued sex. Sex-specific rescue is achieved by inserting sex-specific introns into the

coding sequences of antibiotic-resistance genes. When raised on geneticin-supplemented

food, the sex-sorter line establishes 100% positive selection for female progeny, while the

food supplemented with puromycin positively selects 100% male progeny. Since the

described system exploits conserved sex-specific splicing mechanisms and reagents, it has

the potential to be adaptable to other insect species of medical and agricultural importance.
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Insects play an important role in genetic research, as they have
short life cycles and are simple to work with and contain.
Their experimental tractability and similarity of biological

pathways to those in humans make them great model systems for
basic research. The Drosophila melanogaster fruit fly was intro-
duced by Thomas Morgan for the study of heredity in the early
20th century1,2. Since then, a plethora of genetic tools and assays
accumulated and shared by the fly community transformed
Drosophila into one of the most widely used genetic model sys-
tems. The high level of gene conservation between flies and
humans, in conjunction with a single gene ortholog in flies versus
multiple paralogs in humans and mice3,4, placed the Drosophila
model at the forefront of studies of conserved gene functions,
including research into human development and diseases3–6. In
addition to serving as a relatively simple translational model
organism, Drosophila provides a model system for diverse insect
pest and disease-vector species and frequently acts as a proof-of-
concept system for innovative technologies.

The identification and separation of male and female insects
are necessary in any genetic study. In Drosophila and many other
insect species, special care must be taken to separate female flies
before they mate, as females will store the sperm from the first
mating in the spermatheca. However, current techniques for the
sex sorting of insects, which often require sorting them by hand,
are labor intensive, time consuming, and error prone, making this
step a limiting factor in insect-based studies. Methods for rapidly
sex separating insects could simplify these studies and allow for
bigger sample sizes than are currently feasible.

Over the years, a diverse array of sex-based sorting methods
have been developed for several insect species. First, mechanical
separation makes use of physical differences between the two
sexes, which may include morphology (size7 and shape), colora-
tion8,9, hatch timing10, and behavioral differences (female blood
feeding11 and male swarming)12–15. Second, various genetic
approaches have been developed. In a classic genetic sex
separation (GSS) approach, a conditional lethal transgene con-
ferring resistance to the insecticide dieldrin (Rdl) was translocated
to the Y chromosome through irradiation-induced chromosomal
rearrangements in multiple Anopheles species. This permitted
only male survival when exposed to dieldrin12,16,17. Another GSS
approach uses transgenic insects harboring fluorescent markers
either genetically linked to sex chromosomes16,18,19 or with sex-
specific expression20 that can be mechanically sorted. Finally, sex
separation can also be achieved by negative selection against
females using conditional sex-specific lethal transgenes that are
repressed by continuous tetracycline feeding (a Tet-Off system),
like in a few Tephritid fruit fies21–24 and the yellow fever mos-
quito Aedes aegypti25, or activated by heat treatments, such as a
temperature sensitive lethal (tsl) mutation in the Mediterranean
fruit fly Ceratitis capitata (Medfly)26–28. In Drosophila, two Y-
linked systems were used to remove males and generate virgins
females: an inducible lethal (P{hs-hid}Y29) and a Gal4-UAS trans-
activating lethal (P{UAS-rpr.Y}30). The sex specificity of the
marker expression and conditional lethal transgenes was gener-
ated serendipitously by linking it to a sex chromosome25–27,29–31,
or by incorporation of a sex-specific promoter25, or a female-
specific intron into a coding sequence of a lethal transgene21–24.

Notwithstanding, the existing methods for the sex sorting of
insects have many shortcomings and are not easily transferable to
other species. The methods based on mechanical separation of
different sexes are entirely species specific and cannot be adopted
to others. In addition, they are not practical in most insects, since
they require optimal rearing conditions, multiple transgenes, have
a significant error rate, and are not suitable for high-throughput
insect production13,15,27,30,32, with an exception of the Medfly28.
Classic GSS approaches were achieved serendipitously in one

species at a time, and thus are species specific. Fluorescent sex
sorting requires that each larva is examined and sorted indivi-
dually, and as a result, this approach is generally not suitable for
large-scale programs demanding a high-throughput production.
Furthermore, induced chromosomal rearrangements and sex
chromosomal linkages are genetically unstable and frequently
break down as a result of chromosomal recombination when
large numbers of insects are raised15,27,33. In the Tet-Off
approach, tetracycline must be continually supplied to prevent
lethality during mass rearing, which can ablate the microbiota
and generate unwanted fitness effects, such as negative impacts
on mitochondrial function34–36. Therefore, to improve the effi-
ciency of current methods for insect studies, approaches for sex
sorting that are genetically stable, suitable for a large-scale insect
production, and that can be adopted to different insect species are
required13,15,32.

Here we describe a positive, drug-inducible GSS system for
insects and demonstrate its proof-of-principle in Drosophila
melanogaster. Two genes conferring resistance to specific drugs
are expressed in opposite sexes by incorporating sex-specific
introns disrupting the coding sequences of drug-resistance genes.
In the absence of sex selection, the transgenic strain harboring a
sex-sorting gene cassette is maintained on normal food. When
insects of a particular sex are desired, the transgenic strain is
raised on food supplemented with the corresponding drug.
Members of the sex selected against will not be resistant to the
selecting drug, resulting in the emergence of adults of the desired
sex. The described GSS system will still be susceptible to genetic
recombination, chromosomal rearrangements and other loss-of-
function mutations, however these types of mutations would be
selected against by positive drug selection making this system
more robust than previously described GSS approaches.

Results
Antibiotics inhibit Drosophila development. To engineer a
drug-inducible sex-selection system in D. melanogaster, we used
two common antibiotic-resistance genes, puromycin N-
acetyltransferase (PuroR) and aminoglycoside phosphotransferase
(NeoR). These genes were previously demonstrated to confer
resistance in eukaryotic cells, D. melanogaster S2 cells, and D.
melanogaster larvae to the corresponding water soluble anti-
biotics, puromycin and geneticin (Fig. 1a), respectively37–40. To
determine the toxic doses for these drugs in D. melanogaster, we
first raised wildtype (wt) fly larvae on food supplemented with
increasing concentrations of either puromycin or geneticin (0,
0.2, 0.4 mg/ml). From this experiment, we determined that a
concentration of 0.2 mg/ml of either drug was toxic, though it
permitted the survival of some D. melanogaster larvae to adult-
hood (2.2 ± 1.5% for puromycin; and 14.0 ± 6.5% for geneticin,
Supplementary Data 1), while concentrations of 0.4 mg/ml and
above completely inhibited development, with almost no larvae
able to mature past the first instar stage, and 100% of larvae
perishing before adulthood on the supplemented food (for each
treatment, expected n > 500 found 0; replicates [N]= 5; P < 0.001;
two-sample Student’s t test with equal variance: Fig. 1b, Supple-
mentary Data 1).

PuroR or NeoR rescues the induced lethality. After determining
the toxic doses, we then tested if we could rescue this toxicity by
the transgenic expression of antibiotic-resistance genes PuroR or
NeoR integrated into the D. melanogaster genome. We engineered
a piggyBac (PB) transposable element that encoded a constitutive
baculovirus promoter Hr5IE1 that drove expression of dsRed as a
selectable marker (Hr5IE1-dsRED)41. To provide a continuous
and ample supply of an antibiotic-resistant protein, we used a
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strong ubiquitous baculovirus promoter Opie242 to express the
PuroR or NeoR gene (Opie2-PuroR or Opia2-NeoR) and inserted
the gene cassette in an opposite orientation relative to the the
marker (Hr5IE1-dsRED) to avoid any transcriptional read-
through effects. We generated several transgenic lines harboring

a copy of either Opie2-PuroR or Opie2-NeoR and permitted them
to lay eggs on fly food supplemented with either puromycin or
geneticin, respectively. When non-balanced transgenic fly lines,
which contained both transgenic and wt flies, were raised on food
supplemented with either puromycin (0.4 mg/ml) or geneticin
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Fig. 1 Development of sex-sorter cassette in Drosophila. a Chemical structures of puromycin and geneticin (G418). b Supplementing fly food with
puromycin or geneticin to a final concentration of 0.4 mg/ml completely arrests development of wildtype (wt) D. melanogaster. Both drugs are also toxic to
wt larvae at 0.2 mg/ml, but a few adult flies do emerge. c Fly survival in two independent transgenic lines harboring one copy of either Opie2-PuroR or
Opie2-NeoR mixed with wt flies on food supplemented with 0.4mg/mL of puromycin or geneticin. The PuroR and NeoR genes expressed under the Opie2
promoter rescued transgenic flies harboring one copy of a transgene on the corresponding drug, while all wt flies perished. Bar plots show the average ±
one standard deviation (s.d.) over five biological replicates. Statistical significance was estimated using a t-test with equal variance. (***P < 0.001).
d Schematic of genetic constructs engineered and tested in the study. The expression of antibiotic-resistance genes (PuroR and NeoR) throughout
Drosophila development confers resistance to puromycin and geneticin, respectively, supplemented on fly food. To ensure that functional antibiotic-
resistance proteins will be produced only in one or the other sex, sex-specific introns from two sex-determination genes (tra and dsx) were inserted into
coding sequences of PuroR and NeoR. The entire sequences of female-specific traF and male-specific dsxM introns (highlighted in pink) are spliced out in the
corresponding sex, but some sequences carrying a stop codon (TGA) are retained in the opposite sex (Supplementary Fig. 1). The transgenic flies harboring
one copy of a genetic construct were identified by the strong ubiquitous expression of dsRed (highlighted in purple). e Survival of females and/or males
carrying the respective constructs when supplemented with the indicated antibiotic. Source data available in Supplementary Data 1–3.
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(0.4 mg/ml), only transgenic flies carrying a copy of the resistance
gene matched to a supplemented drug emerged, while both wt
and non-matched transgenic larvae perished (for each treatment,
n > 500; N > 6; P < 0.001: two-sample Student’s t test with equal
variance; Fig. 1c–e; Supplementary Data 1). Taken together, these
results strongly indicated that baculovirus promoter-driven
expression of PuroR and NeoR genes was able to dominantly
rescue the larval lethality caused by the consumption of toxic
doses of either puromycin or geneticin (Fig. 1).

Engineering sex-specific expression of PuroR or NeoR. We next
determined whether we could exploit the endogenous sex-
determination machinery to promote antibiotic selection in a
sex-specific manner. In D. melanogaster, the female-specific
intron between transformer (tra) exons 1 and 2 (traF) is spliced
out in females. However, in males, some remaining sequence
produces a stop codon that prematurely terminates the tra pro-
tein43 (Supplementary Fig. 1). Inversely, the male-specific intron
between double sex (dsx) exons 3 and 5 (dsxM) is spliced out in
males. However, in females, only a small part is spliced out,
leaving the entirety of exon 4, which carries a premature stop
codon44 (Supplementary Fig. 1). Given these known intronic
splicing patterns, we hypothesized that if we inserted these sex-
specific introns into the coding sequences of PuroR or NeoR,
functional proteins would only be produced in one or the other
sex, leading to its survival when exposed to the corresponding
drug, while the opposite sex would perish.

To test this hypothesis, we generated plasmids encoding the
previously characterized sex-specific introns traF43 or dsxM44

within the coding sequence of PuroR, generating two types of
synthetic transgenes that would theoretically result in the survival
of only female or only male flies when exposed to puromycin,
termed Opie2-PuroRtraF and Opie2-PuroRdsxM, respectively
(Fig. 1d, e). We then engineered flies harboring one copy of either
Opie2-PuroRtraF or Opie2-PuroRdsxM and permitted them to
develop on fly food supplemented with puromycin. Because the
transgene integration site can affect gene expression and sex-
specific splicing45, several transgenic lines were assessed for each
construct. Raising two independent lines heterozygous for Opie2-
PuroRtraF on food supplemented with puromycin at 0.4 mg/ml
resulted in the emergence of only female flies (n= 421, N= 10, P <
0.001: two-sample Student’s t test with equal variance; Figs. 1d, e,
2a). Moreover, three Opie2-PuroRdsxM lines raised on puromycin
supplemented food (0.4 and 1.0mg/ml) each gave rise to
significantly male-biased progeny (n= 741, N= 13, P < 0.001:
two-sample Student’s t test with equal variance; Fig. 2a), and one
line produced exclusively male progeny on the higher puromycin
concentration, 1.0 mg/ml (n= 81, N= 3, P < 0.001: two-sample
Student’s t test with equal variance; Fig. 2a; Supplementary Data 1).
Notably, when we grew the mixture of best performing Opie2-
PuroRtraF or Opie2-PuroRdsxM transgenic lines (lines #1 and #2,
respectively; Fig. 2a) and wt flies on food supplemented with
1.0 mg/ml of puromycin, only female or male transgenic flies
marked with dsRed fluorescence emerged, respectively, while no wt
larvae survived to adulthood (Fig. 2b).

To determine the versatility of the system and to establish a
geneticin-mediated sex-selection system, we inserted the traF
intron into the coding sequence of NeoR and generated transgenic
flies harboring Opie2-NeoRtraF. Three independent heterozygous
Opie2-NeoRtraF lines raised on food supplemented with geneticin
at 0.4 mg/ml resulted in female-biased progeny (n= 620, N= 9,
P ≤ 0.05: two-sample Student’s t test with equal variance; Fig. 2a),
and one line enforced 100% female selection at a concentration of
1.0 mg/ml (n= 188, N= 3, P < 0.001: two-sample Student’s t test
with equal variance; Figs. 1d, e, 2a; Supplementary Data 1). Taken

together, these results strongly indicate that by inserting either the
traF or dsxM sex-specific introns into the coding sequence of
PuroR or NeoR the production of functional antibiotic-resistance
genes can be sex limited and mediate drug-inducible sex selection.

A sex-sorter cassette enables selection of both sexes. To achieve
positive drug selection of either sex from a single construct
(herein termed a sex-sorter cassette), we next tested whether we
could combine the two separate sex-selection systems (Opie2-
NeoRtraF+Opie2-PuroRdsxM; Fig. 1d). We engineered a sex-
sorter plasmid, generated three independent transgenic lines
harboring the cassette, and tested them by raising heterozygous
flies on food supplemented with either puromycin or geneticin at
0.4 and 1.0 mg/ml. For two of three tested lines, only female flies
emerged on food supplemented with 1.0 mg/ml of geneticin (n=
335, N= 6, P < 0.001, two-sample Student’s t test with equal
variance), and only males were recovered from vials containing
1.0 mg/ml of puromycin (n= 210, N= 6, P < 0.001: two-sample
Student’s t test with equal variance; Supplementary Data 1). The
lower drug concentration was not sufficient to enforce the
emergence of 100% single-sex progeny for each of three tested
transgenic lines harboring only a single copy of the sex-sorter
cassette (Fig. 2c). These results strongly indicate that by raising
flies harboring one copy of the sex-sorter cassette on the food
supplemented with either drug at 1.0 mg/ml, we can dominantly
control which sex survives to adulthood.

We next explored an opportunity to lower the drug concentra-
tion and still enforce 100% efficient sex sorting by doubling the
copy number of the sex-sorting cassette. The homozygous sex-
sorter line established from the flies carrying the Opie2-NeoRtraF+
Opie2-PuroRdsxM cassette integrated on the third chromosome
(line #3 on Fig. 2c) did not produce any obvious fitness defect and
was therefore used for further analysis. We raised the homozygous
flies on food supplemented with either puromycin or geneticin,
titrating concentrations down from 1.2 mg/ml, and we quantified
the percentages of each sex in the emerging flies. We discovered
that the addition of puromycin at the final concentrations of 1.2,
1.0, 0.8, 0.6, and 0.4 mg/ml resulted in 100% male progeny. Even
0.2 mg/ml of puromycin caused a significant increase in the male
to female ratio, from 43.0 ± 1.3% to 62.7 ± 2.15% (N= 3, P ≤ 0.001;
two-sample Student’s t test with equal variance; Fig. 3a). Inversely,
supplementing the food with geneticin to the final concentrations
of 1.2, 1.0, 0.8, 0.6, 0.4, and 0.2 mg/ml resulted in 100% female
progeny. For geneticin, even 0.1 mg/ml led to a significant increase
in female progeny, from 56.1 ± 1.1% to 78.0 ± 4.6% (N= 3, P ≤
0.01; two-sample Student’s t test with equal variance; Fig. 3b;
Supplementary Data 2).

We investigated why the selection was not effective at lower
drug concentrations, and came up with two possible reasons.
First, the concentration may be too low to enforce effective
selection, as wt flies can also survive at these lower concentra-
tions. We previously found that wt flies cannot be raised on
0.4 mg/ml of either puromycin or geneticin—fly development
arrests at the 1st instar larval stage. To test whether wt flies can
survive on concentrations lower than <0.4 mg/mL, we raised wt
flies on 0.200, 0.100, 0.050, and 0.025 mg/ml of puromycin or
geneticin. Notably, while the development of flies raised on food
supplemented with each antibiotic was delayed, some flies
repeatedly emerged on concentrations ≤0.2 mg/ml for each drug,
indicating that these concentrations are indeed too low for
complete selection. The second reason the selection might not be
effective at lower drug concentrations is that some antibiotics
may degrade over time, becoming ineffective in selecting against
the opposite sex. In our experiments, we found that puromycin
was indeed unstable over time, as we observed that after collecting

ARTICLE NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-020-16020-2

4 NATURE COMMUNICATIONS |         (2020) 11:2106 | https://doi.org/10.1038/s41467-020-16020-2 | www.nature.com/naturecommunications

www.nature.com/naturecommunications


exclusively male flies from the vials with 0.4 mg/ml of puromycin
for eight straight days at +25 °C, a few female flies would emerge
starting at day 9 (Supplementary Data 3). However, for geneticin
at the same concentration (0.4 mg/ml), only female flies emerged
from the vials supplemented with the antibiotic. This indicates
that both wt fly survival and antibiotic degradation contribute
to the lack of effective sex selection at concentrations lower than
0.4 mg/ml.

The sex-sorter cassette is not costly to Drosophila fitness. As the
fertility of flies is very important for genetic experiments,
we tested whether the antibiotic-mediated selection would affect
the fertility of the recovered flies. To do so, we repeatedly tested

the fertility of males and females carrying two copies of the sex-
sorter cassette raised on the highest tested concentration of
puromycin or geneticin (1.2 mg/ml), respectively, by housing
them with wt virgin flies of the opposite sex on non-
supplemented food. In each case, numerous progeny containing
both sexes without any obvious phenotypic defects were obtained.
Taken together, these results show that flies of a specific sex can
be generated with 100% efficiency by simply raising flies con-
taining two copies of the sex-sorter cassette on food supple-
mented with either puromycin (male selection) or geneticin
(female selection) at 0.4 mg/ml.

To estimate the fitness costs to the carriers of two copies of the
sex-sorter cassette, we compared the fitness of homozygous sex-
sorter flies to that of wt flies. We found that the survival rates,
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calculated as a percentage of embryos surviving to adults, for both
lines raised on non-supplemented food, were not statistically
different from wt flies: 91.2 ± 2.8% of wt embryos survived to
adulthood versus 90.4 ± 8.1% of transgenic sex-sorter embryos
(N= 5, P= 0.85: two-sample Student’s t test with equal variance,
Fig. 3c). Moreover, no flies survived to adulthood when
supplementing fly food with both puromycin and geneticin at
either 0.4 or 1.2 mg/ml, which was expected since neither wt nor
flies harboring two sex-sorter cassettes are resistant to both drugs
simultaneously (Fig. 3c). To further measure fitness, we compared
the survival rates of each sex, normalized as a percentage of male or
female embryos surviving to adults, compared between wt flies
raised on food without any antibiotic and the homozygous sex-
sorter flies raised on food supplemented with either puromycin or
geneticin. The percentage of wt males that emerged on non-
supplemented food was similar to that of sex-sorter males that
emerged from the food supplemented with puromycin at
concentrations of either 0.4 or 1.2 mg/ml: 91.2 ± 1.9% versus
90.6 ± 3.2% (N= 5, P= 0.93, two-sample Student’s t test with equal
variance) and 91.2 ± 4.3% (N= 5, P= 0.77, two-sample Student’s
t test with equal variance, Fig. 3d). Similarly, the percentage of
hatched wt females was not significantly different from sex-sorter
females that emerged on the food supplemented with geneticin at
concentrations of either 0.4 or 1.2 mg/ml: 91.4 ± 1.7% vs 91.2 ±
2.8% (N= 5, P= 0.93, two-sample Student’s t test with equal
variance) and 90.7 ± 4.5% (N= 5, P= 0.77, two-sample Student’s
t test with equal variance; Fig. 3d; Supplementary Data 3).

Discussion
We describe the proof-of-concept of a GSS approach in Droso-
phila. Its design is based on the sex-specific expression of two
antibiotic-resistance genes (NeoR37 or PuroR38), which is
accomplished by incorporating introns that splice in a sex-specific
manner, traF and dsxM. Females or males are positively selected
by rescuing their development on food supplemented with either
geneticin or puromycin, respectively. The described drug-
inducible GSS approach has several advantages over other tra-
ditional genetic and mechanical methods for insect sex sorting:
genetic stability, positive selection, potential portability across
different insect species, low maintenance requirements (i.e. does
not need to be supplemented during maintenance), low fitness
costs, and potential for adaptability for high-throughput sex
sorting.

While this system is still susceptible to mutations such as
chromosomal translocations, recombination, and loss-of-function
mutations, these types of mutations would likely be selected
against when exposed to the antibiotics, as opposed to other GSS
which could be broken by these kinds of mutations. For example,
traditionally, the construction of genetic sexing lines was based on
linking a selectable marker gene, such as insecticide resis-
tance12,16,17, the tsl27, and phenotypic loci27 to a Y-autosome or
X-autosome via induced chromosomal translocations. Such
engineered lines are not stable, and chromosomal rearrangements
will break the genetic linkage between a selective marker and a sex
chromosome13,15,17,27,32,46. In fact, it was found that when large
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Fig. 3 Sex selection and fitness of flies carrying two copies of sex-sorter cassette. The sex-sorter cassette includes NeoRtraF and PuroRdsxM genes that
confer resistance to the antibiotics puromycin and geneticin, respectively, in a sex-specific manner (Fig. 2a). The PuroRdsxM gene is properly spliced, which
results in the expression of the functional PuroR protein only in males, while NeoRtraF expresses the functional NeoR protein only in females. To estimate
the lowest concentration of an antibiotic at which male or female selection is enforced at 100%, the homozygous sex-sorter flies were raised on various
concentrations of puromycin or geneticin. a Only male flies emerged from the food supplemented with 0.4mg/mL or more of puromycin. b Raising the
same flies on food containing 0.2 mg/ml or more of geneticin resulted in the emergence of only female flies. To compare the fitness of homozygous sex-
sorter flies to that of wildtype (wt) flies, the embryo-to-adult survival of both fly types were compared under normal and selective conditions. c Embryos of
both sex-sorter (gray bars) and wt flies (white bars) survived to the adulthood equally well on food without any antibiotics and died on the food
supplemented with both puromycin and geneticin at concentrations of 0.4 and 1.2 mg/ml. d The survival of male or female sex-sorter flies under selection
treatments was statistically identical to that of the corresponding sex from wt flies raised under normal conditions. Bar plots show the average ± one
standard deviation (s.d.) over at least three biological replicates. Statistical significance was estimated using a t test with equal variance. (nsP≥ 0.05 ,
*P < 0.05, **P < 0.01, and ***P < 0.001). Source data available in Supplementary Data 1–3.
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numbers of insects were produced from an engineered GSS line,
rare chromosomal rearrangements persisted or were selected for
and would contaminate the original line, which made it unusable
for sex sorting15,27,28,32. Given that our GSS mechanistically relies
on sex-specific alternative splicing—a translocation of the system
to a sex chromosome can change the genetic inheritance pattern,
however functional splicing of the sex-specific intron will still be
required providing an additional safeguard against breakage.
Moreover, any breakage event that causes a loss-of-function
mutation in the NeoR37 or PuroR38 antibiotic-resistance genes
will be selected out during drug exposure, since the flies harboring
loss-of-function mutations will not survive on food supplemented
with the corresponding antibiotic assuring that surviving indivi-
duals harbor a functional sex-sorter gene cassette. Only gain-of-
function mutations, which are very rare, conferring the dominant
splicing in a wrong sex may “break” function of the sex-sorter
cassette.

The sex-sorter gene cassette was designed to be widely trans-
ferable through the use of the PB transposable element, which has
been shown to be portable across many insect species47. Pur-
omycin and geneticin are general antibiotics that arrest growth in
both prokaryotic and eukaryotic cells. The resistance genes for
these antibiotics are well established and are routinely used as
selection markers for cell-culture transgenesis; they are therefore
expected to be effective and portable across a wide variety of
insect species37–40. Likewise, the Opie2 and Hr5IE1 regulatory
sequences that direct expression of the sex-specific antibiotic-
resistance genes and the transformation marker, respectively,
originate from a baculovirus known to infect a large variety
of insects41,42. Most importantly, the underlying mechanism of
sex-specific antibiotic expression via sex-specific alternative spli-
cing is conserved across diverse insect species. For example, both
the male-specific dsx and female-specific tra introns are con-
served across many insects48,49, indicating that it should be
possible to transfer this positive sex-selection system into other
species. The female-specific tra intron of the Ceratitis capitata
Medfly (CctraF) will be possible to transfer into other insect
species, since it is functionally conserved50,51 and does not
require the Drosophila-specific sxl for its splicing52–54. In fact, the
CctraF intron was already used to confer the female-specific
transgene splicing to remove females by a negative selection in
other fly species21,22,24,51.

Unlike Tet-Off systems with conditional lethal transgenes21–25,
no antibiotic is required for survival and maintenance of the sex-
sorter strain, meaning continuous drug feeding is not necessary
during mass rearing21,25. The antibiotics, puromycin or geneticin,
are supplied only to enforce the sex selection by rescuing the
selected sex (positive selection) and “killing” the opposite sex. We
demonstrate that drug selection occurs early on, at the first instar
stage, and thereafter the surviving sex can be maintained on a
regular food. This transient exposure of antibiotics could further
reduce any potential fitness costs and could also reduce costs
associated with drug selection, as smaller quantities could be used
at only the early instar stages—a factor that may play a significant
role in large-scale projects.

The sex-sorting gene cassette does not directly affect the fitness
of its carriers. Unlike GSS methods that use negative selection22–25,
the sex-sorter cassette does not include a toxin or suicide gene that
could leak and affect the organismal fitness. However, the location
of transgene integrations in the Drosophila genome can affect fit-
ness of transgenic flies45, and we therefore assessed multiple
integration sites for each genetic construct (Fig. 2c). The homo-
zygous sex-sorter transgenic line generated in the study harbors
two copies of the sex-sorter cassette (i.e. homozyogous) and
has the same egg-to-adult survival rate for each sex as compare
with wt flies, even when the transgenic flies were raised on food

supplemented with antibiotics to enforce sex selection (Fig. 3d).
We also confirmed that males sex sorted on the highest antibiotic
concentration were able to court and mate with wt females. The
fitness of sex-sorted males is of great importance55, since many
insect control methods, such as sterile insect technique55, release of
insects carrying a dominant lethal25, and Wolbachia-mediated
incompatible insect technique56–58 rely on male releases. Taken
together, our synthetic genetic circuit that relies on the positive,
instead of negative, selection can ameliorate some of the effects of a
negative selection on organismal fitness.

The positive drug-inducible GSS system presented here com-
plies with the seven key requirements for efficient sex separation
technology proposed to Papathanos et al.13, referred as the “7
Ses”. (1) Small: the sex selected against dies early in development
and does not compete for resources with the selected sex. (2)
Simple: a required sex is positively selected by simply raising the
transgenic insects on food supplemented with a drug. (3)
Switchable: the sex-sorter transgenic flies can be maintained on a
regular food. (4) Stable: the constitutive expression of functional
antibiotic-resistance genes in a sex-specific manner guarantees
survival of a specific sex on drug-supplemented food, and any
loss-of-function mutations in the antibiotic-resistance gene are
selected against. (5) Stringent: our data demonstrate that the sex
sorting is enforced at 100%. (6) Sexy: the sex sorting happens
genetically during insect development and does not required
insect handling. It is mediated by positive selection, and its
genetic circuit does not include any toxin or suicide genes, which
results in minimal to no observable reduction to fitness. (7)
Sellable: we designed this system to utilize mechanisms (e.g.
mechanistically rely on sex-specific alternative splicing which is
conserved in many insects) and components (piggybac, a trans-
poson shown to function in many insects), and baculovirus
promoters to drive expression of marker and resistance genes,
antibiotics (e.g. puromycin and geneticin), and antibiotic resis-
tance genes (e.g. PuroR and NeoR) that should be portable to
many insects in the future.

Finally, it has not escaped our attention that the technology
proposed herein, with its use of antibiotic resistance, could pose
concerns due to the increasing antibiotic resistance world-
wide59,60. This feature needs to be taken into consideration if this
technology is used to generate insects for pest control purposes.
Notwithstanding, to mitigate these concerns we have included
safeguards in our system to prevent function in prokaryotes. For
example, the insertion of an intron into the coding sequence of an
antibiotic-resistance gene will block its translation in prokaryotes
since the introns will not be spliced. The antibiotic-resistance
genes harboring introns in their coding sequences will not confer
selective advantage and will not spread through the horizontal
gene transfer to and between prokaryotes. Moreover, an
antibiotic-resistance gene will have a real advantage only to the
extent that the antibiotic concentrations are so high that they
cause the death or slow the growth of other species in the
environment60, which would already suggest a problem of a
different magnitude—that the antibiotic concentrations in the
environment are literally sterilizing the environment, which
seems unlikely61. We suggest that the insertion of introns into
transgenes to break their coding sequences could be both a useful
strategy to improve their expression levels in Drosophila62, but
also provide a promising strategy to safeguard against potential
spread in prokaryotes via any possible horizontal gene transfer,
especially when transgenes are intended for field releases.

Methods
Antibiotics and antibiotic-resistance genes. Puromycin is a water soluble ami-
nonucleoside antibiotic produced by the bacterium Streptomyces alboniger; it
inhibits protein synthesis by disrupting peptide transfer on ribosomes, causing
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premature chain termination during translation, and is thus a potent translational
inhibitor in both prokaryotic and eukaryotic cells63. Geneticin (G418) is a water
soluble aminoglycoside antibiotic produced by the bacterium Micromonospora
rhodorangea; it interferes with 80S ribosomes and protein synthesis, and is
therefore commonly used as a selective agent for eukaryotic cells (www.
thermofisher.com). PuroR (pac)38 from Streptomyces alboniger encodes puromycin
N-acetyltransferase, and its expression in bacteria and mammalian cells confers
resistance to puromycin. NeoR (neo)37 encodes aminoglycoside phosphotransferase,
and its expression in bacteria and mammalian cells confers resistance to geneticin,
kanamycin, and Geneticin® (G418).

Molecular biology. To support transgenesis in diverse insect species, genetic
constructs were built inside a PB JQ352761 plasmid64 digested with FseI and AvrII.
The PB (formerly IFP2) transposon was originally defined in the Trichoplusia ni
cabbage looper moth65 and has become a transposon of choice for genetically
engineering of a wide variety of species, particularly insects47. We used Gibson
assembly to engineer the genetic constructs. The protein sequences of PuroR (pac)38

and NeoR (neo)37 were back translated, codon optimized for Drosophila in Gene
Designer 2.0 (https://www.dna20.com/resources/genedesigner), and synthesized as
gene-blocks by Integrated DNA Technologies®. Both genes were expressed con-
stitutively under Opie2 regulatory sequences that originated from the baculovirus
Orgyia pseudotsugata multicapsid nuclear polyhedrosis virus42 and were amplified
from the JQ352760 plasmid64. The transformation marker dsRed, a red fluorescent
protein, was amplified from the KC733875 plasmid66 and was ubiquitously
expressed under the Hr5IE1 regulatory sequence amplified from the KC991096
plasmid67. The SV40 3′UTR sequence from pAc5.1-V5-HisB (Invitrogen®) termi-
nated the transcription of the transgenes. To confer the sex-specific translation of
PuroR and NeoR genes, the D. melanogaster tra female-specific intron (traF) located
between tra exon 1 and 2 (3L: 16591003-16590756, 248 bases, FlyBase.org) or the D.
melanogaster dsxmale-specific intron (dsxM) located between dsx exon 3 and 5 (3R:
7930688–7935767, 5080 bases) was inserted inside coding sequences of antibiotic-
resistance genes. The plasmids generated in the study and their complete sequences
(Fig. 1c) were deposited at www.addgene.org (#131613–#131618).

Fly transgenesis. The generated PB plasmids were injected into w1118 flies at
Rainbow Transgenic Flies, Inc. (http://www.rainbowgene.com). Recovered trans-
genic lines were balanced on the 2nd and 3rd chromosomes using single-
chromosome balancer lines (w1118; CyO/snaSco for II, and w1118; TM3, Sb1/TM6B,
Tb1 for III) or a double-chromosome balancer line (w1118; CyO/Sp; Dr/TM6C, Sb1).
Multiple independent lines integrated on the 2nd and/or 3rd chromosome were
recovered for each plasmid and were tested on food supplemented with puromycin
or geneticin. We used heterozygous transgenic lines harboring one copy of a
transgene to assess the antibiotic resistance and sex-sorting efficiency. One trans-
genic line harboring the complete sex-sorter cassette integrated on the 3rd chro-
mosome supported 100% sex sorting for both sexes, was homozygous fertile, and
demonstrated especially good fitness. This line with two copies of the sex-sorter
cassette (homozygous) was used for further analysis and was also deposited at the
Bloomington Drosophila Stock Center (BDSC #79015).

Genetics and sex selection. Flies were maintained on cornmeal, molasses, and
yeast medium (Old Bloomington Molasses Recipe) at 25 °C with a 12H/12H light/
dark cycle. To assess drug resistance and/or sex selection, we used Instant Dro-
sophila Food (Formula 4–24) from the Carolina Biological Supply Company. Per
fly vial (FlyStaff.com), 1.1 g of dry food was mixed with 5 ml of distilled water
supplemented with puromycin (Sigma #P8833) or geneticin (G418, Sigma #A1720)
in varying concentrations from 0 to 1.2 mg/ml. To assess the drug resistance and/or
sex sorting of the transgenic flies, a mixture of wt and transgenic flies harboring
one copy of a transgene were allowed to breed on the supplemented food. Once the
third instar larvae began to appear, the parents were removed. After hatching, the
adult offspring, their transgenic markers, and their sex were recorded. Two or three
independent transgenic lines integrated on the 2nd or 3rd chromosome were
analyzed on food supplemented with puromycin and/or geneticin at 0.4 and
1.0 mg/ml. Since puromycin is known to be unstable over time in water solutions,
we counted emerging flies and noted their sex for only 7 days after the first fly
emerged. Three or five replicates were performed for each concentration.

Fitness estimation. To compare fly fitness on different food regimens, we cal-
culated the percentage of embryos that survived to adulthood on the Instant
Drosophila Food (Formula 4–24). Large numbers of Drosophila embryos were
staged and collected on grape juice agar plates that were fitted into embryo col-
lection cages (Genesee Scientific, FS59-100) following the stated protocol. In short,
50–80 flies were transferred into embryo collection cages and laid many eggs on
grape juice plates fitted on the bottom of a cage. The grape juice plates were
replaced, and the embryos that were laid on the plates overnight were collected in
the morning. Embryos of both wt and transgenic flies harboring two copies of the
sex-sorter cassette were collected. Batches of seventy five embryos were placed on
the instant food supplemented with 0.0, 0.4, and 1.2 mg/ml of puromycin or
geneticin, and the number and sex of the emerging adult flies were recorded for
each condition. For the sex-sorter line raised on foods with different antibiotic

concentrations, the embryo-to-adult survival rate of either males or females on
drug-supplemented foods was compared with that of the corresponding sex for wt
embryos developed on the food without any antibiotics. In other words, the sur-
vival percentages for each sex were compared and presented as normalized per-
centages (Fig. 3d). The embryo-to-adult survival rate was estimated from five
biological replicates. To assess the mating competence of the sex-sorted males,
the males raised on the food supplemented with puromycin at the concertation of
1.2 ml/ml were placed into vials with virgin wt females and their progeny was
scored for dsRed.

Drug selection stage. To determine the larval stage at which sex selection occurs,
we fed first instar wt larvae with a yeast paste with or without the drug at 0.4 mg/ml
and observed the larval stage to which they survived. D. melanogaster embryos
were staged and collected on grape juice agar plates for a comparison of the fitness.
Then, the embryos were transferred on agar plates whose surfaces were spread with
a yeast paste supplemented with drugs. The plates were incubated at 25 °C, and the
endpoint of embryo development was observed and recorded.

Statistical analysis. Statistical analysis was performed in JMP 8.0.2 by SAS
Institute Inc. The percentages of a specific sex or embryo-to-adult survival were
compared with the corresponding values estimated for the wt flies (Fig. 3a–c).
P values were calculated for a two-sample Student’s t test with equal variance.

Reporting summary. Further information on research design is available in
the Nature Research Reporting Summary linked to this article.

Data availability
All data underlying Figs. 1, 2, and 3 are represented fully within Supplementary Data 1–3.
The plasmids constructed in the study (Fig. 1c) were deposited at Addgene.org (#131613
– #131618). The homozygous sex-sorter lines was deposited at Bloomington Drosophila
Stock Center (#79015). The remaining Drosophila lines will be made available upon
request. Any other relevant data are available from the authors upon reasonable request.

Received: 19 December 2019; Accepted: 7 April 2020;

References
1. Bellen, H. J., Tong, C. & Tsuda, H. 100 years of Drosophila research and its

impact on vertebrate neuroscience: a history lesson for the future. Nat. Rev.
Neurosci. 11, 514–522 (2010).

2. Bellen, H. J. & Yamamoto, S. Morgan’s legacy: fruit flies and the functional
annotation of conserved genes. Cell 163, 772 (2015).

3. Wangler, M. F. et al. Model organisms facilitate rare disease diagnosis and
therapeutic research. Genetics 207, 9–27 (2017).

4. Şentürk, M. & Bellen, H. J. Genetic strategies to tackle neurological diseases in
fruit flies. Curr. Opin. Neurobiol. 50, 24–32 (2018).

5. Fortini, M. E. & Bonini, N. M. Modeling human neurodegenerative diseases in
Drosophila: on a wing and a prayer. Trends Genet. 16, 161–167 (2000).

6. Mohr, S. E. & Perrimon, N. Drosophila melanogaster: a simple system for
understanding complexity. Dis. Model. Mech. 12, 1–3 (2019).

7. Zacarés, M. et al. Exploring the potential of computer vision analysis of pupae
size dimorphism for adaptive sex sorting systems of various vector mosquito
species. Parasites Vectors 11(Suppl 2), 656 (2018).

8. Seck, M. T. et al. Quality of sterile male Tsetse after long distance transport as
chilled, irradiated pupae. PLoS Negl. Trop. Dis. 9, e0004229 (2015).

9. Moran, Z. R. & Parker, A. G. Near infrared imaging as a method of studying
Tsetse fly (Diptera: Glossinidae) pupal development. J. Insect Sci. 16, 72
(2016).

10. Opiyo, E., Luger, D., Nadel, D. & Feldmann, U. Automation in Tsetse mass-
rearing process: preliminary observations with Glossina austeni. (eds
International Atomic Energy Agency) Animal Trypanosomosis: Vector and
Disease Control Using Nuclear Techniques. 187–192 (Leiden, Netherlands,
Backhuys Publishers, 1999).

11. Yamada, H., Soliban, S. M., Vreysen, M. J., Chadee, D. D. & Gilles, J. R. L.
Eliminating female Anopheles arabiensis by spiking blood meals with
toxicants as a sex separation method in the context of the sterile insect
technique. Parasites Vectors 6, 197 (2013).

12. Focks, D. A. An improved separator for the developmental stages, sexes, and
species of mosquitoes (Diptera: Culicidae). J. Med. Entomol. 17, 567–568
(1980).

13. Papathanos, P. A. et al. Sex separation strategies: past experience and new
approaches. Malar. J. 8(Suppl 2), S5 (2009).

14. Carvalho, D. O. et al. Mass production of genetically modified Aedes aegypti
for field releases in Brazil. J. Vis. Exp. 83, e3579 (2014).

ARTICLE NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-020-16020-2

8 NATURE COMMUNICATIONS |         (2020) 11:2106 | https://doi.org/10.1038/s41467-020-16020-2 | www.nature.com/naturecommunications

http://www.thermofisher.com
http://www.thermofisher.com
https://www.dna20.com/resources/genedesigner
http://www.addgene.org
http://www.rainbowgene.com
www.nature.com/naturecommunications


15. Gilles, J. R. L. et al. Towards mosquito sterile insect technique programmes:
exploring genetic, molecular, mechanical and behavioural methods of sex
separation in mosquitoes. Acta Trop. 132(Suppl), S178–87 (2014).

16. Curtis, C. F. Genetic sex separation in Anopheles arabiensis and the
production of sterile hybrids. Bull. World Health Organ. 56, 453–454 (1978).

17. Yamada, H. et al. Genetic sex separation of the malaria vector, Anopheles
arabiensis, by exposing eggs to dieldrin. Malar. J. 11, 208 (2012).

18. Condon, K. C. et al. Genetic sexing through the use of Y-linked transgenes.
Insect Biochem. Mol. Biol. 37, 1168–1176 (2007).

19. Bernardini, F. et al. Site-specific genetic engineering of the Anopheles gambiae
Y chromosome. Proc. Natl Acad. Sci. U.S.A. 111, 7600–7605 (2014).

20. Catteruccia, F., Benton, J. P. & Crisanti, A. An Anopheles transgenic sexing
strain for vector control. Nat. Biotechnol. 23, 1414–1417 (2005).

21. Fu, G. et al. Female-specific insect lethality engineered using alternative
splicing. Nat. Biotechnol. 25, 353–357 (2007).

22. Schetelig, M. F. & Handler, A. M. A transgenic embryonic sexing system for
Anastrepha suspensa (Diptera: Tephritidae). Insect Biochem. Mol. Biol. 42,
790–795 (2012).

23. Ogaugwu, C. E., Schetelig, M. F. & Wimmer, E. A. Transgenic sexing system
for Ceratitis capitata (Diptera: Tephritidae) based on female-specific
embryonic lethality. Insect Biochem. Mol. Biol. 43, 1–8 (2013).

24. Schetelig, M. F., Targovska, A., Meza, J. S., Bourtzis, K. & Handler, A. M.
Tetracycline-suppressible female lethality and sterility in the Mexican fruit fly,
Anastrepha ludens. Insect Mol. Biol. 25, 500–508 (2016).

25. Thomas, D. D., Donnelly, C. A., Wood, R. J. & Alphey, L. S. Insect population
control using a dominant, repressible, lethal genetic system. Science 287,
2474–2476 (2000).

26. Franz, G., Gencheva, E. & Kerremans, P. Improved stability of genetic sex-
separation strains for the Mediterranean fruit fly, Ceratitis capitata. Genome
37, 72–82 (1994).

27. Franz, G. Genetic Sexing Strains in Mediterranean Fruit Fly, an Example for
Other Species Amenable to Large-Scale Rearing for the Sterile Insect Technique.
In Sterile Insect Technique: Principles and Practice in Area-Wide Integrated
Pest Management (eds Dyck, V. A., Hendrichs, J. & Robinson, A. S.) 427–451
(Springer, Netherlands, 2005).

28. Meza, J. S. et al. Comparison of classical and transgenic genetic sexing strains
of Mediterranean fruit fly (Diptera: Tephritidae) for application of the sterile
insect technique. PLoS One 13, e0208880 (2018).

29. Ashburner, M. Drosophila: A Laboratory Handbook. (Cold Spring Harbor
Laboratory, 1989).

30. McMahan, S., Kohl, K. P. & Sekelsky, J. Variation in meiotic recombination
frequencies between allelic transgenes inserted at different sites in the
Drosophila melanogaster genome. G3 3, 1419–1427 (2013).

31. Miao, X.-X. et al. Inheritance and linkage analysis of co-dominant SSR
markers on the Z chromosome of the silkworm (Bombyx mori L.). Genet. Res.
90, 151–156 (2008).

32. Lutrat, C. et al. Sex sorting for pest control: it’s raining men! Trends Parasitol.
35, 649–662 (2019).

33. Robinson, A. S. Mutations and their use in insect control. Mutat. Res./Rev.
Mutat. Res. 511, 113–132 (2002).

34. Chatzispyrou, I. A., Held, N. M., Mouchiroud, L., Auwerx, J. & Houtkooper,
R. H. Tetracycline antibiotics impair mitochondrial function and its
experimental use confounds research. Cancer Res. 75, 4446–4449 (2015).

35. Wang, X., Ryu, D., Houtkooper, R. H. & Auwerx, J. Antibiotic use and abuse: a
threat to mitochondria and chloroplasts with impact on research, health, and
environment. Bioessays 37, 1045–1053 (2015).

36. Zeh, J. A., Bonilla, M. M., Adrian, A. J., Mesfin, S. & Zeh, D. W. From father to
son: transgenerational effect of tetracycline on sperm viability. Sci. Rep. 2, 375
(2012).

37. Davies, J. & Jimenez, A. A new selective agent for eukaryotic cloning vectors.
Am. J. Trop. Med. Hyg. 29, 1089–1092 (1980).

38. Lacalle, R. A., Pulido, D., Vara, J., Zalacaín, M. & Jiménez, A. Molecular
analysis of the pac gene encoding a puromycin N-acetyl transferase from
Streptomyces alboniger. Gene 79, 375–380 (1989).

39. Steller, H. & Pirrotta, V. A transposable P vector that confers selectable G418
resistance to Drosophila larvae. EMBO J. 4, 167–171 (1985).

40. Iwaki, T., Figuera, M., Ploplis, V. A. & Castellino, F. J. Rapid selection of
Drosophila S2 cells with the puromycin resistance gene. Biotechniques 35
(482–4), 486 (2003).

41. Masumoto, M., Ohde, T., Shiomi, K., Yaginuma, T. & Niimi, T. A Baculovirus
immediate-early gene, ie1, promoter drives efficient expression of a transgene
in both Drosophila melanogaster and Bombyx mori. PLoS ONE 7, e49323
(2012).

42. Theilmann, D. A. & Stewart, S. Molecular analysis of the trans-activating IE-2
gene of Orgyia pseudotsugata multicapsid nuclear polyhedrosis virus. Virology
187, 84–96 (1992).

43. Boggs, R. T., Gregor, P., Idriss, S., Belote, J. M. & McKeown, M. Regulation of
sexual differentiation in D. melanogaster via alternative splicing of RNA from
the transformer gene. Cell 50, 739–747 (1987).

44. Burtis, K. C. & Baker, B. S. Drosophila doublesex gene controls somatic sexual
differentiation by producing alternatively spliced mRNAs encoding related
sex-specific polypeptides. Cell 56, 997–1010 (1989).

45. Weiler, K. S. & Wakimoto, B. T. Heterochromatin and gene expression in
Drosophila. Annu. Rev. Genet. 29, 577–605 (1995).

46. Franz, G. Recombination between homologous autosomes in medfly (Ceratitis
capitata) males: type-1 recombination and the implications for the stability of
genetic sexing strains. Genetica 116, 73–84 (2002).

47. Yusa, K. piggyBac Transposon. Microbiol. Spectr. 3, MDNA3-0028-2014
(2015).

48. Bopp, D., Saccone, G. & Beye, M. Sex determination in insects: variations on a
common theme. Sex. Dev. 8, 20–28 (2014).

49. Verhulst, E. C., van de Zande, L. & Beukeboom, L. W. Insect sex
determination: it all evolves around transformer. Curr. Opin. Genet. Dev. 20,
376–383 (2010).

50. Pane, A., Salvemini, M., Delli Bovi, P., Polito, C. & Saccone, G. The
transformer gene in Ceratitis capitata provides a genetic basis for selecting and
remembering the sexual fate. Development 129, 3715–3725 (2002).

51. Pane, A., De Simone, A., Saccone, G. & Polito, C. Evolutionary conservation
of Ceratitis capitata transformer gene function. Genetics 171, 615–624
(2005).

52. Inoue, K., Hoshijima, K., Sakamoto, H. & Shimura, Y. Binding of the
Drosophila sex-lethal gene product to the alternative splice site of transformer
primary transcript. Nature 344, 461–463 (1990).

53. Valcárcel, J., Singh, R., Zamore, P. D. & Green, M. R. The protein Sex-lethal
antagonizes the splicing factor U2AF to regulate alternative splicing of
transformer pre-mRNA. Nature 362, 171–175 (1993).

54. Deshpande, G., Calhoun, G. & Schedl, P. D. The N-terminal domain of Sxl
protein disrupts Sxl autoregulation in females and promotes female-specific
splicing of tra in males. Development 126, 2841–2853 (1999).

55. Dyck, V. A., Hendrichs, J. & Robinson, A. S. Sterile Insect Technique:
Principles and Practice in Area-Wide Integrated Pest Management. (Springer
Science & Business Media, 2006).

56. Laven, H. Eradication of Culex pipiens fatigans through Cytoplasmic
Incompatibility. Nature 216, 383–384 (1967).

57. Xi, Z., Khoo, C. C. H. & Dobson, S. L. Wolbachia establishment and
invasion in an Aedes aegypti laboratory population. Science 310, 326–328
(2005).

58. Bourtzis, K. et al. Harnessing mosquito–Wolbachia symbiosis for vector and
disease control. Acta Trop. 132, S150–S163 (2014).

59. Martens, E. & Demain, A. L. The antibiotic resistance crisis, with a focus on
the United States. J. Antibiot. 70, 520–526 (2017).

60. Andersson, D. I. et al. Antibiotic resistance: turning evolutionary principles
into clinical reality. FEMS Microbiol. Rev. https://doi.org/10.1093/femsre/
fuaa001 (2020).

61. Cycoń, M., Mrozik, A. & Piotrowska-Seget, Z. Antibiotics in the soil
environment-degradation and their impact on microbial activity and diversity.
Front. Microbiol. 10, 338 (2019).

62. Pfeiffer, B. D., Truman, J. W. & Rubin, G. M. Using translational enhancers to
increase transgene expression in Drosophila. Proc. Natl Acad. Sci. U.S.A. 109,
6626–6631 (2012).

63. Pestka, S. Inhibitors of ribosome functions. Annu. Rev. Microbiol. 25, 487–562
(1971).

64. Martins, S. et al. Germline transformation of the diamondback moth, Plutella
xylostella L., using the piggyBac transposable element. Insect Mol. Biol. 21,
414–421 (2012).

65. Elick, T. A., Bauser, C. A. & Fraser, M. J. Excision of the piggyBac transposable
element in vitro is a precise event that is enhanced by the expression of its
encoded transposase. Genetica 98, 33–41 (1996).

66. Carballar-Lejarazú, R., Jasinskiene, N. & James, A. A. Exogenous gypsy
insulator sequences modulate transgene expression in the malaria vector
mosquito, Anopheles stephensi. Proc. Natl Acad. Sci. U.S.A. 110, 7176–7181
(2013).

67. Meyer, S. et al. Multi-host expression system for recombinant production of
challenging proteins. PLoS ONE 8, e68674 (2013).

Acknowledgements
We thank Pavel Nagorny for drawing the chemical structures of puromycin and
geneticin. This work was supported in part by NIH grants 5K22AI113060,
1R21AI123937, and UCSD startup funds awarded to O.S.A., as well as NIH OD003878
awarded to B.A.H.

NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-020-16020-2 ARTICLE

NATURE COMMUNICATIONS |         (2020) 11:2106 | https://doi.org/10.1038/s41467-020-16020-2 | www.nature.com/naturecommunications 9

https://doi.org/10.1093/femsre/fuaa001
https://doi.org/10.1093/femsre/fuaa001
www.nature.com/naturecommunications
www.nature.com/naturecommunications


Author contributions
O.S.A conceived the idea, engineered plasmids, and carried out preliminary experiments.
O.S.A and N.P.K designed experiments. N.P.K, A.D.H., and J.L. performed all molecular
and genetic experiments. All authors analyzed the data, contributed to the writing of the
manuscript, and approved the final manuscript.

Competing interests
O.S.A and B.A.H filed the US patent application (#20150237838) describing this tech-
nology. O.S.A has an equity interest in Agragene, Inc. and serves on the company’s
Scientific Advisory Board. All the other authors have no competing interests.

Additional information
Supplementary information is available for this paper at https://doi.org/10.1038/s41467-
020-16020-2.

Correspondence and requests for materials should be addressed to O.S.A.

Peer review information Nature Communications thanks Ernst Wimmer, Jeff Sekelsky,
and the other, anonymous, reviewer(s) for their contribution to the peer review of this
work. Peer reviewer reports are available.

Reprints and permission information is available at http://www.nature.com/reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.

© The Author(s) 2020

ARTICLE NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-020-16020-2

10 NATURE COMMUNICATIONS |         (2020) 11:2106 | https://doi.org/10.1038/s41467-020-16020-2 | www.nature.com/naturecommunications

https://doi.org/10.1038/s41467-020-16020-2
https://doi.org/10.1038/s41467-020-16020-2
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
www.nature.com/naturecommunications

	A drug-inducible sex-separation technique for�insects
	Results
	Antibiotics inhibit Drosophila development
	PuroR or NeoR rescues the induced lethality
	Engineering sex-specific expression of PuroR or NeoR
	A sex-sorter cassette enables selection of both sexes
	The sex-sorter cassette is not costly to Drosophila fitness

	Discussion
	Methods
	Antibiotics and antibiotic-resistance genes
	Molecular biology
	Fly transgenesis
	Genetics and sex selection
	Fitness estimation
	Drug selection stage
	Statistical analysis
	Reporting summary

	Data availability
	References
	Acknowledgements
	Author contributions
	Competing interests
	Additional information




