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Results

ANOSIM results with 999 permutations show a significant difference between island and mainland
" populations (p<<0.05), but with a low R statistic (R=0.102), indicating a weak ditference.
i Mainlad ANOSIM results from the randomly-assigned population data do not show a significant difference

Introduction and Question

* Island/mainland populations of a single species can vary in

phenotype

e Santa Cruz Island off the coast of California and mainland
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We aligned landmark coordinates with a Generalized Procrustes
Analysis using R package ‘ceomorph™. We tested for difference
between 1sland and mainland populations with an analysis of
similarity (ANOSIM) using R package ‘vegan’. We visualized the
output of a Principal Component Analysis of wing landmark

l analyses. R package version 4.0.” https://cran.r-project.org/package=geomorph.
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