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Drosophila virilis Cu—Zn superoxide dismutase gene sequernce

Jan Kwiatowski and Francisco J.Ayala

Department of Ecology and Evolutionary Biology, University of California, Irvine, CA 92717, USA
Submitted January 23, 1989 EMBL accession no. X13831

The sequence of 2103 bp givenbelow, isolated from a lambda EMBL3 genamic 1ibrary of
is, codes for Qu—Zn superaxide dismitase (SOD) . An gpen reading frame

and a termination codon are identifiable starting at positions 154 and 1163, regpectively.
The putatjve TATA bax that starts at position 15 corregpands to ane of three putatively
identified in the D, melancgagter SADgane (1) . There are three putative palyaderylation
signals (at 1311, 1359 and 1377) ; the middle one coxrrespands to the ane identified inD,
pelanocdgaster. The coding region consists of two exons; the 549 bp intron separates the
codons for amino acids 22 and 23, similarly as for D, melanogaster and for the first
intron of the human gene (2) . The inferred sequence of 153 amino acids has the same
length as in D, melanogagter, but differs at 20 sites; the INA coding sequences exhibit
81.4% identity. Two stretches in nonooding regions are also very similar inboth species.
One is 26 bp lang, starting 60 micleotides downstream framthe 5! end of the intron,
with 88% identity, but 1 bp ismissing inD. virjlis; it might be irvalved in splicing. The
other, extending fram positions 1329 to 1384 inD, virilis (1369 to 1430 inD. melanpo-
gaster), includes the putative polyaderylation sigml inthe middle, and exhibits 6 differ—

ent and 47 identical (89%) bp, but gaps of 3 bp inD. melappmster and 9bp inD, virilis.

AAGCTTACAAACGATATTTCTATCGATAGCTTTTGTGCCCTACCAGTTAGTGACATTAAGCATTCCGTAGCTTGCTCTTCGCACGACAAG
TTCAGTGACTAAAATTGTYTAATTATTTTTCTATCTACGYTTCCGAATAAGCAAAACACAAAAATGGTGGTCAAAGCTGTATGCGTTATC
MetValValLysAlavalCysvallle
181 AATGGCGATGCCAAGGGCACAGTTYTTCTTCGAACAGGAGGTAAGAGACTGTATATTATCTGCTTTCAACTTGAAACAAATATGGCAGECC
AsnGlyAspAlaLysGlyThrvalPhePheGluGinGlu
271 ACAAAAACTAAGGTCAATTAGCCGGCCACACCGCACGACACCGAGCTAATAAATGTGTATGCTTGTGTATGTATGTAATTGTGTGTGTAT
361 ATGTGCATACATATGTCATTGTGGACTGTTGCGGCSCTACTTGAATTTCAATTGCGTGTAGTTTGTGCTGTGTCATCTGATAAATGCATA
451 ATTATATAAGCACAACAACATTGCACACATGCATGCCAGAAATGCGCAAGTATGTGTGTACGGTTAAAGGCAAACGGCGAAAATTCAATT
541 CGCCTCTTATACCTCTCTTTAACCGTATACACATTTACTCTTGGCTTAGGTATTGAATTGTTTTCTCGAGCGGATTAGAATATGACCTTA
631 ATTTCAACCTACCTTTGCCCAGCTAAAATGTTTCTGTCCTCATGGYTAGTTGATTCAGCTTATCAGCTTGYTGTGGCATTTTAATTGTTC
721 CTATCTCGTTTTAACCCTATGCGTATCTGTTTTCGATCCACTTCAACAGGGCGAGGGTTGCCCCGTGAAGGTTACCGGCGAGGTAACCGG
GlyGluGlyCysProvallysvalThrGlyGluvalThrGly
811 CTTGGCAAAGGGTCAGCATGGCTTCCATGTGCATGAGTTCGGCGACAACACCAATGGCTGCATGTCGTCGGGACCGCACTTCAATCCCTA
LeuAlalysGlyGlnHisGlyPheHisvVelHisGluPheGlyAspAsnThrAsnGlyCysHetSerSerGlyProiisPheAsnProTyr
901 CCAGAAGGAGCATGGCGCACCGACCGACGAGAATCGCCATCTGGGCGATTTGGGCAACATCATCGCCAATGGAGACGGTCCCACTCCCGT
GlnLysGluHisGlyAlaProThrAspGluAsnArgHisLeuGlyAspLeuGlyAsnllelleAlaAsnGlyAspGlyProThrProval
991 GAACATCTGCGATTGCAAGATCACATTGCTCGGCGCCAATAGCATTATTGGACGCACCGTTGTEGTGCACGCCGATCCAGATGACCTGGE
AsnileCysAsplysiysllieThrLeuLeuGlyAlaAsnSerilelteGlyArgThrvalvalValHisAlaAspProAspAspleuGly
1081 CAAGGGCGGACACGAGCTGAGCAAGACAACTGGCAACGCGGGAGCTCGCATTGGCTGCGGTGTCATCGGCATTGCCAAAATCTAAACAAC
LysGlyGlyHisGluLeuSerLysThrThrGlyAsnAlaGlyAlaArgl leGlyCysGlyvallleGlylleAlalysIle***
1171 TCTAGAGCLTAAAAGCATTTCAAGCAAATGCATGCATAATAACCCACAAATATATATATATAAATATTGTATATGGATTTAATTTAGTGT
1261 ATCCACGGCGCGTAAATACGGTTTAAACTTTCGATTGGATATATACGTACATTAAAGAGATTTTCCTTTGTTAGTTGTTCAAAAGCAACC
1351 TTTAAGGCAATAAATGGTGTTATCAAATTAAAACTTGCTCTCACTAGGAGCCAGAATTGCTATGAGCAACAATTTTACGTACTAGTCCAA
1441 ACATTTTATTGGTTTCCAAAATACGTATATAAATTAGTAATATTTACAATTCTTGAAATCTAATTAGTCAAAGCTATGACATATGACTAT
1531 GAAACAATATCAACGGGTTTAGAAACAAAAACAGGATTTCTAATTTAGAATATGGGTTTGGTGGCGAGTGCTTCTGTTGGCTTCCATTAT
1621 GTCTTGTTGAAGTAGGACTGATAGACGATGCCCAGTGAAGAAGTGGCAAAGAGCGTAAAGTAGCTCCACCAGGTGCAAAGCCCAGAAAGC
1711 CCTTGTACACTTCCGTGGAGAACACCTGAAAGGTACACATAGCTCAGT TAAAAAAGAACTTTTTGATATGAAAACTCTTACATTTTTCAA
1801 ACTAGCAAATGAGGCCTGCAATGATTGCGCAGATTCCAGGATATTAAACTCGGCCTCCTCAACATTGGCGTCTTTGGGTGTTGTGGCCAA
1891 TTCTCCATCGGCGGCACATTCATGCTGCAGCACAGCCGTCTCTTTAAAGATGCCCGTCCACGTAAAGCCGCCCAGGCTCTTGTACATGAG
1981 CGTCAGATAAAGACACAATATCAGCGGTGCAGCAAATTGCAACGTAACAACACAGAGATAATAGAAAATTGACGAGATCTGCAAGEGCAAA
2071 GACAATATATCAGTCGTTAATTATCCAAAGCTY
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